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<210> 1 

<211> 1874 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (54) . . (518) 

<400> 1 

gaattccggc aggcacaaac tcatccatcc ccagttgatt ggaagaaaca acg atg 56 

Met 
1 

act cct ggg aag acc tea ttg gtg tea ctg eta ctg ctg ctg age ctg 104 
Thr Pro Gly Lys Thr Ser Leu Val Ser Leu Leu Leu Leu Leu Ser Leu 
5 10 15 

gag gec ata gtg aag gca gga ate aca ate cca cga aat cca gga tgc 152 
Glu Ala lie Val Lys Ala Gly lie Thr lie Pro Arg Asn Pro Gly Cys 
20 25 30 

cca aat tct gag gac aag aac ttc ccc egg act gtg atg gtc aac ctg 200 
Pro Asn Ser Glu Asp Lys Asn Phe Pro Arg Thr Val Met Val Asn Leu 
35 40 45 

aac ate cat aac egg aat acc aat acc aat ccc aaa agg tec tea gat 248 
Asn lie His Asn Arg Asn Thr Asn Thr Asn Pro Lys Arg Ser Ser Asp 
50 55 60 65 

tac tac aac cga tec acc tea cct tgg aat etc cac cgc aat gag gac 296 
Tyr Tyr Asn Arg Ser Thr Ser Pro Trp Asn Leu His Arg Asn Glu Asp 
70 75 80 

cct gag aga tat ccc tct gtg ate tgg gag gca aag tgc cgc cac ttg 344 
Pro Glu Arg Tyr Pro Ser Val lie Trp Glu Ala Lys Cys Arg His Leu 
85 90 95 



ggc tgc ate aac get gat ggg aac gtg gac tac cac atg aac tct gtc 3 92 
Gly Cys lie Asn Ala Asp Gly Asn Val Asp Tyr His Met Asn Ser Val 
100 105 110 

ccc ate cag caa gag ate ctg gtc ctg cgc agg gag cct cca cac tgc 440 
Pro lie Gin Gin Glu lie Leu Val Leu Arg Arg Glu Pro Pro His Cys 
115 120 125 

ccc aac tec ttc egg ctg gag aag ata ctg gtg tec gtg ggc tgc ace 488 
Pro Asn Ser Phe Arg Leu Glu Lys lie Leu Val Ser Val Gly Cys Thr 
130 135 140 145 

tgt gtc ace ccg att gtc cac cat gtg gee taagagctct ggggagecca 538 
Cys Val Thr Pro lie Val His His Val Ala 
150 155 

cactccccaa agcagttaga ctatggagag ccgacccagc ccctcaggaa ccctcatcct 598 

tcaaagacag cctcatttcg gactaaactc attagagttc ttaaggcagt ttgtccaatt 658 

aaagcttcag aggtaacact tggecaagat atgagatctg aattaccttt ccctctttcc 718 

aagaaggaag gtttgactga gtaccaattt gcttcttgtt tactttttta agggctttaa 778 

gttatttatg tatttaatat gecctgagat aactttgggg tataagattc cattttaatg 83 8 

aattacctac tttattttgt ttgtcttttt aaagaagata agattctggg cttgggaatt 898 

ttattattta aaaggtaaaa cctgtattta tttgagctat ttaaggatct atttatgttt 958 

aagtatttag aaaaaggtga aaaagcacta ttatcagttc tgcctaggta aatgtaagat 1018 

agaattaaat ggcagtgcaa aatttctgag tctttacaac ataeggatat agtatttcct 1078 

cctctttgtt tttaaaagtt ataacatggc tgaaaagaaa gattaaacct actttcatat 113 8 

gtattaattt aaattttgea atttgttgag gttttacaag agatacagca agtctaactc 1198 

tctgttccat taaaccctta taataaaatc cttctgtaat aataaagttt caaaagaaaa 1258 

tgtttatttg ttctcattaa atgtatttta gcaaactcag ctcttcccta ttgggaagag 1318 

ttatgcaaat tctcctataa gcaaaacaaa gcatgtcttt gagtaacaat gacctggaaa 1378 

tacccaaaat tccaagttct cgatttcaca tgccttcaag actgaacacc gactaaggtt 1438 

ttcatactat tagecaatge tgtagacaga agcattttga taggaataga gcaaataaga 1498 

taatggccct gaggaatggc atgtcattat taaagatcat atggggaaaa tgaaaccctc 1558 

cccaaaatac aagaagttct gggaggagac attgtcttca gactacaatg tccagtttct 1618 

cccctagact caggcttcct ttggagatta aggcccctca gagatcaaca gaccaacatt 1678 

tttctcttcc tcaagcaaca ctcctagggc ctggcttctg tctgatcaag gcaccacaca 1738 

acccagaaag gagctgatgg ggcagaatga actttaagta tgagaaaagt tcagcccaag 1798 

taaaataaaa actcaatcac attcaattcc agagtagttt caagtttcac ategtaacca 1858 

ttttcgcccg gaattc 1874 



2 



<210> 2 

<211> 155 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Thr Pro Gly Lys Thr Ser Leu Val Ser Leu Leu Leu Leu Leu Ser 
15 10 15 

Leu Glu Ala lie Val Lys Ala Gly lie Thr lie Pro Arg Asn Pro Gly 
20 25 30 

Cys Pro Asn Ser Glu Asp Lys Asn Phe Pro Arg Thr Val Met Val Asn 
35 40 45 

Leu Asn lie His Asn Arg Asn Thr Asn Thr Asn Pro Lys Arg Ser Ser 
50 55 60 

Asp Tyr Tyr Asn Arg Ser Thr Ser Pro Trp Asn Leu His Arg Asn Glu 
65 70 75 80 

Asp Pro Glu Arg Tyr Pro Ser Val lie Trp Glu Ala Lys Cys Arg His 
85 90 95 

Leu Gly Cys lie Asn Ala Asp Gly Asn Val Asp Tyr His Met Asn Ser 
100 105 110 

Val Pro lie Gin Gin Glu lie Leu Val Leu Arg Arg Glu Pro Pro His 
115 120 125 

Cys Pro Asn Ser Phe Arg Leu Glu Lys lie Leu Val Ser Val Gly Cys 
130 135 140 

Thr Cys Val Thr Pro lie Val His His Val Ala 
145 150 155 

<210> 3 

<211> 3223 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (93) . . (2693) 

<400> 3 

gggagaccgg aattccggga aaagaaagcc tcagaacgtt cgctcgctgc gtccccagcc 6 0 

ggggccgagc cctccgcgac gccacccggg cc atg ggg gcc gca cgc age ccg 113 

Met Gly Ala Ala Arg Ser Pro 
1 5 

ccg tec get gtc ccg ggg ccc ctg ctg ggg ctg etc ctg ctg etc ctg 161 
Pro Ser Ala Val Pro Gly Pro Leu Leu Gly Leu Leu Leu Leu Leu Leu 
10 15 20 
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ggc gtg ctg gcc ccg ggt ggc gcc tec ctg cga etc ctg gac cac egg 209 
Gly Val Leu Ala Pro Gly Gly Ala Ser Leu Arg Leu Leu Asp His Arg 
25 30 35 

gcg ctg gtc tgc tec cag ccg ggg eta aac tgc acg gtc aag aat agt 257 
Ala Leu Val Cys Ser Gin Pro Gly Leu Asn Cys Thr Val Lys Asn Ser 
40 45 50 55 

acc tgc ctg gat gac age tgg att cac cct cga aac ctg ace ccc tec 305 
Thr Cys Leu Asp Asp Ser Trp lie His Pro Arg Asn Leu Thr Pro Ser 
60 65 70 

tec cca aag gac ctg cag ate cag ctg cac ttt gcc cac acc caa caa 353 
Ser Pro Lys Asp Leu Gin lie Gin Leu His Phe Ala His Thr Gin Gin 
75 80 85 

gga gac ctg ttc ccc gtg get cac ate gaa tgg aca ctg cag aca gac 401 
Gly Asp Leu Phe Pro Val Ala His lie Glu Trp Thr Leu Gin Thr Asp 
90 95 100 

gcc age ate ctg tac etc gag ggt gca gag tta tct gtc ctg cag ctg 449 
Ala Ser lie Leu Tyr Leu Glu Gly Ala Glu Leu Ser Val Leu Gin Leu 
105 110 115 

aac acc aat gaa cgt ttg tgc gtc agg ttt gag ttt ctg tec aaa ctg 497 
Asn Thr Asn Glu Arg Leu Cys Val Arg Phe Glu Phe Leu Ser Lys Leu 
120 125 130 ^ 135 

agg cat cac cac agg egg tgg cgt ttt acc ttc age cac ttt gtg gtt 545 
Arg His His His Arg Arg Trp Arg Phe Thr Phe Ser His Phe Val Val 
140 145 150 

gac cct gac cag gaa tat gag gtg acc gtt cac cac ctg ccc aag ccc 593 
Asp Pro Asp Gin Glu Tyr Glu Val Thr Val His His Leu Pro Lys Pro 
155 160 165 

ate cct gat ggg gac cca aac cac cag tec aag aat ttc ctt gtg cct 641 
lie Pro Asp Gly Asp Pro Asn His Gin Ser Lys Asn Phe Leu Val Pro 
170 175 180 

gac tgt gag cac gcc agg atg aag gta acc acg cca tgc atg age tea 689 
Asp Cys Glu His Ala Arg Met Lys Val Thr Thr Pro Cys Met Ser Ser 
185 190 195 

ggc age ctg tgg gac ccc aac ate acc gtg gag acc ctg gag gcc cac 737 
Gly Ser Leu Trp Asp Pro Asn lie Thr Val Glu Thr Leu Glu Ala His 
200 205 210 215 

cag ctg cgt gtg age ttc acc ctg tgg aac gaa tct acc cat tac cag 785 
Gin Leu Arg Val Ser Phe Thr Leu Trp Asn Glu Ser Thr His Tyr Gin 
220 225 230 

ate ctg ctg acc agt ttt ccg cac atg gag aac cac agt tgc ttt gag 833 
lie Leu Leu Thr Ser Phe Pro His Met Glu Asn His Ser Cys Phe Glu 
235 240 245 

cac atg cac cac ata cct gcg ccc aga cca gaa gag ttc cac cag cga 881 
His Met His His He Pro Ala Pro Arg Pro Glu Glu Phe His Gin Arg 
250 255 260 

tec aac gtc aca etc act eta cgc aac ctt aaa ggg tgc tgt cgc cac 929 
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Ser Asn Val Thr Leu Thr Leu Arg Asn Leu Lys Gly Cys Cys Arg His 
265 270 275 



caa gtg cag ate cag ccc ttc ttc age age tgc etc aat gac tgc etc 977 
Gin Val Gin lie Gin Pro Phe Phe Ser Ser Cys Leu Asn Asp Cys Leu 
280 285 290 295 

aga cac tec gcg act gtt tec tgc cca gaa atg cca gac act cca gaa 1025 
Arg His Ser Ala Thr Val Ser Cys Pro Glu Met Pro Asp Thr Pro Glu 
300 305 310 

cca att ccg gac tac atg ccc ctg tgg gtg tac tgg ttc ate acg ggc 1073 
Pro lie Pro Asp Tyr Met Pro Leu Trp Val Tyr Trp Phe lie Thr Gly 
315 320 325 

ate tec ate ctg ctg gtg ggc tec gtc ate ctg etc ate gtc tgc atg 1121 
lie Ser lie Leu Leu Val Gly Ser Val lie Leu Leu lie Val Cys Met 
330 335 340 

ace tgg agg eta get ggg cct gga agt gaa aaa tac agt gat gac ace 1169 
Thr Trp Arg Leu Ala Gly Pro Gly Ser Glu Lys Tyr Ser Asp Asp Thr 
345 350 355 

aaa tac ace gat ggc ctg cct gcg get gac ctg ate ccc cca ccg ctg 1217 
Lys Tyr Thr Asp Gly Leu Pro Ala Ala Asp Leu lie Pro Pro Pro Leu 
360 365 370 375 

aag ccc agg aag gtc tgg ate ate tac tea gee gac cac ccc etc tac 12 65 

Lys Pro Arg Lys Val Trp lie lie Tyr Ser Ala Asp His Pro Leu Tyr 
380 385 390 

gtg gac gtg gtc ctg aaa ttc gee cag ttc ctg etc ace gee tgc ggc 1313 
Val Asp Val Val Leu Lys Phe Ala Gin Phe Leu Leu Thr Ala Cys Gly 
395 400 405 

acg gaa gtg gee ctg gac ctg ctg gaa gag cag gee ate teg gag gca 13 61 

Thr Glu Val Ala Leu Asp Leu Leu Glu Glu Gin Ala lie Ser Glu Ala 
410 415 420 

gga gtc atg ace tgg gtg ggc cgt cag aag cag gag atg gtg gag age 1409 
Gly Val Met Thr Trp Val Gly Arg Gin Lys Gin Glu Met Val Glu Ser 
425 430 435 

aac tct aag ate ate gtc ctg tgc tec cgc ggc acg cgc gee aag tgg 1457 
Asn Ser Lys lie lie Val Leu Cys Ser Arg Gly Thr Arg Ala Lys Trp 
440 445 450 455 

cag gcg etc ctg ggc egg ggg gcg cct gtg egg ctg cgc tgc gac cac 1505 
Gin Ala Leu Leu Gly Arg Gly Ala Pro Val Arg Leu Arg Cys Asp His 
460 465 470 

gga aag ccc gtg ggg gac ctg ttc act gca gee atg aac atg ate etc 1553 
Gly Lys Pro Val Gly Asp Leu Phe Thr Ala Ala Met Asn Met lie Leu 
475 480 485 

ccg gac ttc aag agg cca gee tgc ttc ggc ace tac gta gtc tgc tac 1601 
Pro Asp Phe Lys Arg Pro Ala Cys Phe Gly Thr Tyr Val Val Cys Tyr 
490 495 500 

ttc age gag gtc age tgt gac ggc gac gtc ccc gac ctg ttc ggc gcg 1649 
Phe Ser Glu Val Ser Cys Asp Gly Asp Val Pro Asp Leu Phe Gly Ala 
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505 510 515 

gcg ccg egg tac ccg etc atg gac agg ttc gag gag gtg tac ttc cgc 1697 
Ala Pro Arg Tyr Pro Leu Met Asp Arg Phe Glu Glu Val Tyr Phe Arg 
520 525 530 535 

ate cag gac ctg gag atg ttc cag ccg ggc cgc atg cac cgc gta ggg 1745 
lie Gin Asp Leu Glu Met Phe Gin Pro Gly Arg Met His Arg Val Gly 
540 545 550 

gag ctg teg ggg gac aac tac ctg egg age ccg ggc ggc agg cag etc 1793 
Glu Leu Ser Gly Asp Asn Tyr Leu Arg Ser Pro Gly Gly Arg Gin Leu 
555 560 565 

cgc gee gee ctg gac agg ttc egg gac tgg cag gtc cgc tgt ccc gac 1841 
Arg Ala Ala Leu Asp Arg Phe Arg Asp Trp Gin Val Arg Cys Pro Asp 
570 575 580 

tgg ttc gaa tgt gag aac etc tac tea gca gat gac cag gat gee ccg 1889 
Trp Phe Glu Cys Glu Asn Leu Tyr Ser Ala Asp Asp Gin Asp Ala Pro 
585 590 595 

tec ctg gac gaa gag gtg ttt gag gag cca ctg ctg cct ccg gga ace 1937 
Ser Leu Asp Glu Glu Val Phe Glu Glu Pro Leu Leu Pro Pro Gly Thr 
600 605 610 615 

ggc ate gtg aag egg gcg ccc ctg gtg cgc gag cct ggc tec cag gec 1985 
Gly lie Val Lys Arg Ala Pro Leu Val Arg Glu Pro Gly Ser Gin Ala 
620 625 630 

tgc ctg gee ata gac ccg ctg gtc ggg gag gaa gga gga gca gca gtg 2 033 

Cys Leu Ala lie Asp Pro Leu Val Gly Glu Glu Gly Gly Ala Ala Val 
635 640 645 

gca aag ctg gaa cct cac ctg cag ccc egg ggt cag cca gcg ccg cag 2081 
Ala Lys Leu Glu Pro His Leu Gin Pro Arg Gly Gin Pro Ala Pro Gin 
650 655 660 

ccc etc cac ace ctg gtg etc gee gca gag gag ggg gee ctg gtg gee 2129 
Pro Leu His Thr Leu Val Leu Ala Ala Glu Glu Gly Ala Leu Val Ala 
665 670 675 

gcg gtg gag cct ggg ccc ctg get gac ggt gee gca gtc egg ctg gca 2177 
Ala Val Glu Pro Gly Pro Leu Ala Asp Gly Ala Ala Val Arg Leu Ala 
680 685 690 695 

ctg gcg ggg gag ggc gag gee tgc ccg ctg ctg ggc age ccg ggc get 2225 
Leu Ala Gly Glu Gly Glu Ala Cys Pro Leu Leu Gly Ser Pro Gly Ala 
700 705 710 

ggg cga aat age gtc etc ttc etc ccc gtg gac ccc gag gac teg ccc 2273 
Gly Arg Asn Ser Val Leu Phe Leu Pro Val Asp Pro Glu Asp Ser Pro 
715 720 725 

ctt ggc age age ace ccc atg gcg tct cct gac etc ctt cca gag gac 2321 
Leu Gly Ser Ser Thr Pro Met Ala Ser Pro Asp Leu Leu Pro Glu Asp 
730 735 740 

gtg agg gag cac etc gaa ggc ttg atg etc teg etc ttc gag cag agt 2369 
Val Arg Glu His Leu Glu Gly Leu Met Leu Ser Leu Phe Glu Gin Ser 
745 750 755 
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ctg age tgc cag gec cag ggg ggc tgc agt aga ccc gec atg gtc etc 2417 
Leu Ser Cys Gin Ala Gin Gly Gly Cys Ser Arg Pro Ala Met Val Leu 
760 765 770 775 

aca gac cca cac acg ccc tac gag gag gag cag egg cag tea gtg cag 2465 
Thr Asp Pro His Thr Pro Tyr Glu Glu Glu Gin Arg Gin Ser Val Gin 
780 785 790 

tct gac cag ggc tac ate tec agg age tec ccg cag ccc ccc gag gga 2513 
Ser Asp Gin Gly Tyr lie Ser Arg Ser Ser Pro Gin Pro Pro Glu Gly 
795 800 805 

etc acg gaa atg gag gaa gag gag gaa gag gag cag gac cca ggg aag 2561 
Leu Thr Glu Met Glu Glu Glu Glu Glu Glu Glu Gin Asp Pro Gly Lys 
810 815 820 

ccg gee ctg cca etc tct ccc gag gac ctg gag age ctg agg age etc 2609 
Pro Ala Leu Pro Leu Ser Pro Glu Asp Leu Glu Ser Leu Arg Ser Leu 
825 830 835 

cag egg cag ctg ctt ttc cgc cag ctg cag aag aac teg ggc tgg gac 2657 
Gin Arg Gin Leu Leu Phe Arg Gin Leu Gin Lys Asn Ser Gly Trp Asp 
840 845 850 855 

acg atg ggg tea gag tea gag ggg ccc agt gca tga gggcggctcc 2703 
Thr Met Gly Ser Glu Ser Glu Gly Pro Ser Ala 
860 865 

ccagggaccg cccagatccc agctttgaga gaggagtgtg tgtgcacgta ttcatctgtg 2763 

tgtacatgtc tgcatgtgta tatgttcgtg tgtgaaatgt aggctttaaa atgtaaatgt 2 823 

ctggatttta atcccaggca tccctcctaa cttttctttg tgcagcggtc tggttatcgt 2883 

ctatccccag gggaatccac acagcccgct cccaggagct aatggtagag cgtccttgag 2943 

gctccattat tegttcatte agcatttatt gtgcacctac tatgtggcgg gcatttggga 3003 

taccaagata aattgcatgc ggcatggccc cagecatgaa ggaacttaac cgctagtgcc 3063 

gaggacacgt taaacgaaca ggatgggccg ggcacggtgg ctcacgcc.tg taatcccagc 3123 

acactgggag gecgaggcag gtggatcact ctgaggtcag gagtttgagc cagcctggcc 3183 

aacatggtga aaccccggaa ttcgagctcg gtacccgggg 322 3 

<210> 4 

<211> 866 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Met Gly Ala Ala Arg Ser Pro Pro Ser Ala Val Pro Gly Pro Leu Leu 
15 10 15 

Gly Leu Leu Leu Leu Leu Leu Gly Val Leu Ala Pro Gly Gly Ala Ser 
20 25 30 
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Leu Arg Leu Leu Asp His Arg Ala Leu Val Cys Ser Gin Pro Gly Leu 
35 40 45 



Asn Cys Thr Val Lys Asn Ser Thr Cys Leu Asp Asp Ser Trp lie His 
50 55 60 

Pro Arg Asn Leu Thr Pro Ser Ser Pro Lys Asp Leu Gin lie Gin Leu 
65 70 75 80 

His Phe Ala His Thr Gin Gin Gly Asp Leu Phe Pro Val Ala His He 
85 90 95 

Glu Trp Thr Leu Gin Thr Asp Ala Ser He Leu Tyr Leu Glu Gly Ala 
100 105 110 

Glu Leu Ser Val Leu Gin Leu Asn Thr Asn Glu Arg Leu Cys Val Arg 
115 12 0 125 

Phe Glu Phe Leu Ser Lys Leu Arg His His His Arg Arg Trp Arg Phe 
130 135 140 

Thr Phe Ser His Phe Val Val Asp Pro Asp Gin Glu Tyr Glu Val Thr 
145 150 155 160 

Val His His Leu Pro Lys Pro He Pro Asp Gly Asp Pro Asn His Gin 
165 170 175 

Ser Lys Asn Phe Leu Val Pro Asp Cys Glu His Ala Arg Met Lys Val 
180 185 190 

Thr Thr Pro Cys Met Ser Ser Gly Ser Leu Trp Asp Pro Asn He Thr 
195 200 205 

Val Glu Thr Leu Glu Ala His Gin Leu Arg Val Ser Phe Thr Leu Trp 
210 215 220 

Asn Glu Ser Thr His Tyr Gin He Leu Leu Thr Ser Phe Pro His Met 
225 230 235 240 

Glu Asn His Ser Cys Phe Glu His Met His His He Pro Ala Pro Arg 
245 250 255 

Pro Glu Glu Phe His Gin Arg Ser Asn Val Thr Leu Thr Leu Arg Asn 
260 265 270 

Leu Lys Gly Cys Cys Arg His Gin Val Gin He Gin Pro Phe Phe Ser 
275 280 285 

Ser Cys Leu Asn Asp Cys Leu Arg His Ser Ala Thr Val Ser Cys Pro 
290 295 300 

Glu Met Pro Asp Thr Pro Glu Pro He Pro Asp Tyr Met Pro Leu Trp 
305 310 315 320 

Val Tyr Trp Phe He Thr Gly He Ser He Leu Leu Val Gly Ser Val 
325 330 335 

He Leu Leu He Val Cys Met Thr Trp Arg Leu Ala Gly Pro Gly Ser 
340 345 350 

Glu Lys Tyr Ser Asp Asp Thr Lys Tyr Thr Asp Gly Leu Pro Ala Ala 
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355 



360 



365 



Asp Leu lie Pro Pro Pro Leu Lys Pro Arg Lys Val Trp lie lie Tyr 
370 375 380 

Ser Ala Asp His Pro Leu Tyr Val Asp Val Val Leu Lys Phe Ala Gin 
385 390 395 400 

Phe Leu Leu Thr Ala Cys Gly Thr Glu Val Ala Leu Asp Leu Leu Glu 
405 410 415 

Glu Gin Ala lie Ser Glu Ala Gly Val Met Thr Trp Val Gly Arg Gin 
420 425 430 

Lys Gin Glu Met Val Glu Ser Asn Ser Lys lie lie Val Leu Cys Ser 
435 440 445 

Arg Gly Thr Arg Ala Lys Trp Gin Ala Leu Leu Gly Arg Gly Ala Pro 
450 455 460 

Val Arg Leu Arg Cys Asp His Gly Lys Pro Val Gly Asp Leu Phe Thr 
465 470 475 480 

Ala Ala Met Asn Met lie Leu Pro Asp Phe Lys Arg Pro Ala Cys Phe 
485 490 495 

Gly Thr Tyr Val Val Cys Tyr Phe Ser Glu Val Ser Cys Asp Gly Asp 
500 505 510 

Val Pro Asp Leu Phe Gly Ala Ala Pro Arg Tyr Pro Leu Met Asp Arg 
515 520 525 

Phe Glu Glu Val Tyr Phe Arg lie Gin Asp Leu Glu Met Phe Gin Pro 
530 535 540 

Gly Arg Met His Arg Val Gly Glu Leu Ser Gly Asp Asn Tyr Leu Arg 
545 550 555 560 

Ser Pro Gly Gly Arg Gin Leu Arg Ala Ala Leu Asp Arg Phe Arg Asp 
565 570 575 

Trp Gin Val Arg Cys Pro Asp Trp Phe Glu Cys Glu Asn Leu Tyr Ser 
580 585 590 

Ala Asp. Asp Gin Asp Ala Pro Ser Leu Asp Glu Glu Val Phe Glu Glu 
595 600 . 605 

Pro Leu Leu Pro Pro Gly Thr Gly lie Val Lys Arg Ala Pro Leu Val 
610 615 620 

Arg Glu Pro Gly Ser Gin Ala Cys Leu Ala lie Asp Pro Leu Val Gly 
625 630 635 640 

Glu Glu Gly Gly Ala Ala Val Ala Lys Leu Glu Pro His Leu Gin Pro 
645 650 655 

Arg Gly Gin Pro Ala Pro Gin Pro Leu His Thr Leu Val Leu Ala Ala 
660 665 670 

Glu Glu Gly Ala Leu Val Ala Ala Val Glu Pro Gly Pro Leu Ala Asp 
675 680 685 
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Gly Ala Ala Val Arg 
690 

Leu Leu Gly Ser Pro 
705 

Val Asp Pro Glu Asp 
725 

Pro Asp Leu Leu Pro 
740 

Leu Ser Leu Phe Glu 
755 

Ser Arg. Pro Ala Met 
770 

Glu Gin Arg Gin Ser 
785 

Ser Pro Gin Pro Pro 
805 

Glu Glu Gin Asp Pro 
820 

Leu Glu Ser Leu Arg 
835 

Gin Lys Asn Ser Gly 
850 

Ser Ala 
865 



Leu Ala Leu Ala Gly Glu 
695 

Gly Ala Gly Arg Asn Ser 

710 715 

Ser Pro Leu Gly Ser Ser 
730 

Glu Asp Val Arg Glu His 
745 

Gin Ser Leu Ser Cys Gin 
760 

Val Leu Thr Asp Pro His 
775 

Val Gin Ser Asp Gin Gly 
790 795 

Glu Gly Leu Thr Glu Met 
810 

Gly Lys Pro Ala Leu Pro 
825 

Ser Leu Gin Arg Gin Leu 
840 

Trp Asp Thr Met Gly Ser 
855 



Gly Glu Ala Cys Pro 
700 

Val Leu Phe Leu Pro 
720 

Thr Pro Met Ala Ser 
735 

Leu Glu Gly Leu Met 
750 

Ala Gin Gly Gly Cys 
765 

Thr Pro Tyr Glu Glu 
780 

Tyr lie Ser Arg Ser 
800 

Glu Glu Glu Glu Glu 
815 

Leu Ser Pro Glu Asp 
830 

Leu Phe Arg Gin Leu 
845 

Glu Ser Glu Gly Pro 
860 



<210> 5 

<211> 1626 

<212> DNA 

<213> Homo sapeins 



<220> 

<221> CDS 

<222> (1) . . (1626) 



<400> 5 

atg aat tgt aga gaa tta ccc ttg acc ctt tgg gtg ctt ata tct gta 
Met Asn Cys Arg Glu Leu Pro Leu Thr Leu Trp Val Leu lie Ser Val 
1 . 5 10 . 15 

age act gca gaa tct tgt act tea cgt ccc cac att act gtg gtt gaa 
Ser Thr Ala Glu Ser Cys Thr Ser Arg Pro His lie Thr Val Val Glu 
20 25 30 

ggg gaa cct ttc tat ctg aaa cat tgc teg tgt tea ctt gca cat gag 
Gly Glu Pro Phe Tyr Leu Lys His Cys Ser Cys Ser Leu Ala His Glu 
35 40 45 
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att gaa aca acc acc aaa age tgg tac aaa age agt gga tea cag gaa 192 
lie Glu Thr Thr Thr Lys Ser Trp Tyr Lys Ser Ser Gly Ser Gin Glu 
50 55 60 

cat gtg gag ctg aac cca agg agt tec teg aga att get ttg cat gat 240 
His Val Glu Leu Asn Pro Arg Ser Ser Ser Arg lie Ala Leu His Asp 
65 70 75 80 

tgt gtt ttg gag ttt tgg cca gtt gag ttg aat gac aca gga tct tac 288 
Cys Val Leu Glu Phe Trp Pro Val Glu Leu Asn Asp Thr Gly Ser Tyr 
85 90 95 

ttt ttc caa atg aaa aat tat act cag aaa tgg aaa tta aat gtc ate 336 
Phe Phe Gin Met Lys Asn Tyr Thr Gin Lys Trp Lys Leu Asn Val lie 
100 105 110 

aga aga aat aaa cac age tgt ttc act gaa aga caa gta act agt aaa 384 
Arg Arg Asn Lys His Ser Cys Phe Thr Glu Arg Gin Val Thr Ser Lys 
115 120 125 

att gtg gaa gtt aaa aaa ttt ttt cag ata acc tgt gaa aac agt tac 432 
lie Val Glu Val Lys Lys Phe Phe Gin lie Thr Cys Glu Asn Ser Tyr 
130 135 140 

tat caa aca ctg gtc aac age aca tea ttg tat aag aac tgt aaa aag 480 
Tyr Gin Thr Leu Val Asn Ser Thr Ser Leu Tyr Lys Asn Cys Lys Lys 
145 150 155 160 

eta eta ctg gag aac aat aaa aac cca acg ata aag aag aac gee gag 52 8 

Leu Leu Leu Glu Asn Asn Lys Asn Pro Thr lie Lys Lys Asn Ala Glu 
165 170 175 

ttt gaa gat cag ggg tat tac tec tgc gtg cat ttc ctt cat cat aat 576 
Phe Glu Asp Gin Gly Tyr Tyr Ser Cys Val His Phe Leu His His Asn 
180 185 190 

gga aaa eta ttt aat ate acc aaa acc ttc aat ata aca ata gtg gaa 624 
Gly Lys Leu Phe Asn lie Thr Lys Thr Phe Asn lie Thr lie Val Glu 
195 200 205 

gat cgc agt aat ata gtt ccg gtt ctt ctt gga cca aag ctt aac cat 672 
Asp Arg Ser Asn lie Val Pro Val Leu Leu Gly Pro Lys Leu Asn His 
210 215 220 

gtt gca gtg gaa tta gga aaa aac gta agg etc aac tgc tct get ttg 720 
Val Ala Val Glu Leu Gly Lys Asn Val Arg Leu Asn Cys Ser Ala Leu 
225 230 235 240 

ctg aat gaa gag gat gta att tat tgg atg ttt ggg gaa gaa aat gga 768 
Leu Asn Glu Glu Asp Val lie Tyr Trp Met Phe Gly Glu Glu Asn Gly 
245 250 255 

teg gat cct aat ata cat gaa gag aaa gaa atg aga att atg act cca 816 
Ser Asp Pro Asn lie His Glu Glu Lys Glu Met Arg lie Met Thr Pro 
260 265 270 

gaa ggc aaa tgg cat get tea aaa gta ttg aga att gaa aat att ggt 864 
Glu Gly Lys Trp His Ala Ser Lys Val Leu Arg lie Glu Asn lie Gly 
275 280 285 

gaa age aat eta aat gtt tta tat aat tgc act gtg gee age acg gga 912 
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Glu Ser Asn Leu Asn Val Leu Tyr Asn Cys Thr Val Ala Ser Thr Gly 
290 295 300 

ggc aca gac acc aaa age ttc ate ttg gtg aga aaa gca gac atg get 960 
Gly Thr Asp Thr Lys Ser Phe lie Leu Val Arg Lys Ala Asp Met Ala 
305 310 315 320 

gat ate cca ggc cac gtc ttc aca aga gga atg ate ata get gtt ttg 1008 
Asp lie Pro Gly His Val Phe Thr Arg Gly Met lie lie Ala Val Leu 
325 330 335 

ate ttg gtg gca gta gtg tgc eta gtg act gtg tgt gtc att tat aga 1056 
He Leu Val Ala Val Val Cys Leu Val Thr Val Cys Val He Tyr Arg 
340 345 350 

gtt gac ttg gtt eta ttt tat aga cat tta acg aga aga gat gaa aca 1104 
Val Asp Leu Val Leu Phe Tyr Arg His Leu Thr Arg Arg Asp Glu Thr 
355 360 365 

tta aca gat gga aaa aca tat gat get ttt gtg tct tac eta aaa gaa 1152 
Leu Thr Asp Gly Lys Thr Tyr Asp Ala Phe Val Ser Tyr Leu Lys Glu 
370 375 380 

tgc cga cct gaa aat gga gag gag cac acc ttt get gtg gag att ttg 12 0 0 

Cys Arg Pro Glu Asn Gly Glu Glu His Thr Phe Ala Val Glu He Leu 
385 390 395 400 

ccc agg gtg ttg gag aaa cat ttt ggg tat aag tta tgc ata ttt gaa 1248 
Pro Arg Val Leu Glu Lys His Phe Gly Tyr Lys Leu Cys He Phe Glu 
405 410 415 

agg gat gta gtg cct gga gga get gtt gtt gat gaa ate cac tea ctg 12 9 6 

Arg Asp Val Val Pro Gly Gly Ala Val Val Asp Glu He His Ser Leu 
420 425 430 

ata gag aaa age cga aga eta ate att gtc eta agt aaa agt tat atg 1344 
He Glu Lys Ser Arg Arg Leu "He He Val Leu Ser Lys Ser Tyr Met 
435 440 445 

tct aat gag gtc agg tat gaa ctt gaa agt gga etc cat gaa gca ttg 1392 
Ser Asn Glu Val Arg Tyr Glu Leu Glu Ser Gly Leu His Glu Ala Leu 
450 455 460 

gtg gaa aga aaa att aaa ata ate tta att gaa ttt aca cct gtt act 1440 
Val Glu Arg Lys He Lys He He Leu He Glu Phe Thr Pro Val Thr 
465 470 475 480 

gac ttc aca ttc ttg ccc caa tea eta aag ctt ttg aaa tct cac aga 1488 
Asp Phe Thr Phe Leu Pro Gin Ser Leu Lys Leu Leu Lys Ser His Arg 
485 490 495 

gtt ctg aag tgg aag gee gat aaa tct ctt tct tat aac tea agg ttc 1536 
Val Leu Lys Trp Lys Ala Asp Lys Ser Leu Ser Tyr Asn Ser Arg Phe 
500 505 510 

tgg aag aac ctt ctt tac tta atg cct gca aaa aca gtc aag cca ggt 1584 
Trp Lys Asn Leu Leu Tyr Leu Met Pro Ala Lys Thr Val Lys Pro Gly 
515 520 525 

aga gac gaa ccg gaa gtc ttg cct gtt ctt tec gag tct taa 1626 
Arg Asp Glu Pro Glu Val Leu Pro Val Leu Ser Glu Ser 
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530 



535 



540 



<210> 6 

<211> 541 

<212> PRT 

<213> Homo sapeins 



<400> 6 



Met Asn Cys Arg 
1 

Ser Thr Ala Glu 
20 

Gly Glu Pro Phe 
35 

lie Glu Thr Thr 
50 

His Val Glu Leu 
65 

Cys Val Leu Glu 



Phe Phe Gin Met 
100 



Glu Leu Pro Leu 
5 

Ser Cys Thr Ser 



Tyr Leu Lys His 
40 

Thr Lys Ser Trp 
55 

Asn Pro Arg Ser 
70 

Phe Trp Pro Val 
85 

Lys Asn Tyr Thr 



Thr Leu Trp Val 
10 

Arg Pro His lie 
25 

Cys Ser Cys Ser 



Tyr Lys Ser Ser 
60 

Ser Ser Arg lie 
75 

Glu Leu Asn Asp 
90 

Gin Lys Trp Lys 
105 



Leu lie Ser Val 
15 

Thr Val Val Glu 
30 

Leu Ala His Glu 
45 

Gly Ser Gin Glu 



Ala Leu His Asp 
80 

Thr Gly Ser Tyr 
95 

Leu Asn Val lie 
110 



Arg Arg Asn Lys 
115 

He Val Glu Val 
130 



His Ser Cys Phe 
120 

Lys Lys Phe Phe 
135 



Thr Glu Arg Gin 

Gin He Thr Cys 
140 



Val Thr Ser Lys 
125 

Glu Asn Ser Tyr 



Tyr Gin Thr Leu Val Asn Ser Thr 
145 150 

Leu Leu Leu Glu Asn Asn Lys Asn 
165 

Phe Glu Asp Gin Gly Tyr Tyr Ser 
180 



Ser Leu Tyr Lys Asn Cys Lys Lys 
155 160 

Pro Thr He Lys Lys Asn Ala Glu 
170 175 

Cys Val His Phe Leu His His Asn 
185 190 



Gly Lys Leu Phe 
195 

Asp Arg Ser Asn 
210 



Asn He Thr Lys 
200 

He Val Pro Val 
215 



Thr Phe Asn He 

Leu Leu Gly Pro 
220 



Thr He Val Glu 
205 

Lys Leu Asn His 



Val Ala Val Glu Leu Gly Lys Asn 
225 230 

Leu Asn Glu Glu Asp Val He Tyr 
245 

Ser Asp Pro Asn He His Glu Glu 
260 



Val Arg Leu Asn Cys Ser Ala Leu 
235 240 

Trp Met Phe Gly Glu Glu Asn Gly 
250 255 

Lys Glu Met Arg He Met Thr Pro 
265 270 
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Glu Gly Lys Trp His Ala Ser Lys Val Leu Arg lie Glu Asn lie Gly 
275 280 285 



Glu Ser Asn Leu Asn Val Leu Tyr Asn Cys Thr Val Ala Ser Thr Gly 
290 295 300 

Gly Thr Asp Thr Lys Ser Phe lie Leu Val Arg Lys Ala Asp Met Ala 
305 310 315 320 

Asp lie Pro Gly His Val Phe Thr Arg Gly Met lie lie Ala Val Leu 
325 330 335 

lie Leu Val Ala Val Val Cys Leu Val Thr Val Cys Val He Tyr Arg 
340 345 350 

Val Asp Leu Val Leu Phe Tyr Arg His Leu Thr Arg Arg Asp Glu Thr 
355 360 365 

Leu Thr Asp Gly Lys Thr Tyr Asp Ala Phe Val Ser Tyr Leu Lys Glu 
370 375 380 

Cys Arg Pro Glu Asn Gly Glu Glu His Thr Phe Ala Val Glu He Leu 
385 390 395 400 

Pro Arg Val Leu Glu Lys His Phe Gly Tyr Lys Leu Cys He Phe Glu 
405 410 415 

Arg Asp Val Val Pro Gly Gly Ala Val Val Asp Glu He His Ser Leu 
420 425 430 

He Glu Lys Ser Arg Arg Leu He He Val Leu Ser Lys Ser Tyr Met 
435 440 445 

Ser Asn Glu Val Arg Tyr Glu Leu Glu Ser Gly Leu His Glu Ala Leu 
450 455 460 

Val Glu Arg Lys He Lys He He Leu He Glu Phe Thr Pro Val Thr 
465 470 475 480 

Asp Phe Thr Phe Leu Pro Gin Ser Leu Lys Leu Leu Lys Ser His Arg 
485 490 495 

Val Leu Lys Trp Lys Ala Asp Lys Ser Leu Ser Tyr Asn Ser Arg Phe 
500 505 510 

Trp Lys Asn Leu Leu Tyr Leu Met Pro Ala Lys Thr Val Lys Pro Gly 
515 520 525 

Arg Asp Glu Pro Glu Val Leu Pro Val Leu Ser Glu Ser 
530 535 540 



<210> 7 

<211> 2681 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (484) . . (2283) 
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<400> 7 

ctctctggat aggaagaaat atagtagaac cctttgaaaa tggatatttt cacatatttt 60 



cgttcagata caaaagctgg cagttactga aataaggact tgaagttcct tcctcttttt 120 

ttatgtctta agagcaggaa ataaagagac agctgaaggt gtagccttga ccaactgaaa 180 

gggaaatctt catcctctga aaaaacatat gtgattctca aaaaacgcat ctggaaaatt 240 

gataaagaag cgattctgta gattctccca gcgctgttgg gctctcaatt ccttctgtga 300 

aggacaacat atggtgatgg ggaaatcaga agctttgaga ccctctacac ctggatatga 360 

atcccccttc taatacttac cagaaatgaa ggggatactc agggcagagt tctgaatctc 420 

aaaacactct actctggcaa aggaatgaag ttattggagt gatgacagga acacgggaga 480 

aca atg etc tgt ttg ggc tgg ata ttt ctt tgg ctt gtt gca gga gag 528 
Met Leu Cys Leu Gly Trp lie Phe Leu Trp Leu Val Ala Gly Glu 
15 10 15 

cga att aaa gga ttt aat att tea ggt tgt tec aca aaa aaa etc ctt 576 
Arg lie Lys Gly Phe Asn lie Ser Gly Cys Ser Thr Lys Lys Leu Leu 
20 25 30 

tgg aca tat tct aca agg agt gaa gag gaa ttt gtc tta ttt tgt gat 624 
Trp Thr Tyr Ser Thr Arg Ser Glu Glu Glu Phe Val Leu Phe Cys Asp 
35 40 45 

tta cca gag cca cag aaa tea cat ttc tgc cac aga aat cga etc tea 672 
Leu Pro Glu Pro Gin Lys. Ser His Phe Cys His Arg Asn Arg Leu Ser 
50 55 60 

cca aaa caa gtc cct gag cac ctg ccc ttc atg ggt agt aac gac eta 72 0 

Pro Lys Gin Val Pro Glu His Leu Pro Phe Met Gly Ser Asn Asp Leu 
65 70 75 

tct gat gtc caa tgg tac caa caa cct teg aat gga gat cca tta gag 768 
Ser Asp Val Gin Trp Tyr Gin Gin Pro Ser Asn Gly Asp Pro Leu Glu 
80 85 90 95 

gac att agg aaa age tat cct cac ate att cag gac aaa tgt ace ctt 816 
Asp lie Arg Lys Ser Tyr Pro His lie lie Gin Asp Lys Cys Thr Leu 
100 105 110 

cac ttt ttg ace cca ggg gtg aat aat tct ggg tea tat att tgt aga 864 
His Phe Leu Thr Pro Gly Val Asn Asn Ser Gly Ser Tyr lie Cys Arg 
115 120 " 125 

ccc aag atg att aag age ccc tat gat gta gee tgt tgt gtc aag atg 912 
Pro Lys Met lie Lys Ser Pro Tyr Asp Val Ala Cys Cys Val Lys Met 
130 135 140 

att tta gaa gtt aag ccc cag aca aat gca tec tgt gag tat tec gca 960 
lie Leu Glu Val Lys Pro Gin Thr Asn Ala Ser Cys Glu Tyr Ser Ala 
145 150 155 

tea cat aag caa gac eta ctt ctt ggg age act ggc tct att tct tgc 1008 
Ser His Lys Gin Asp Leu Leu Leu Gly Ser Thr Gly Ser lie Ser Cys 
160 165 170 175 
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ccc agt etc age tgc caa agt gat gca caa agt cca gcg gta ace tgg 1056 
Pro Ser Leu Ser Cys Gin Ser Asp Ala Gin Ser Pro Ala Val Thr Trp 
180 185 190 

tac aag aat gga aaa etc etc tct gtg gaa agg age aac cga ate gta 1104 
Tyr Lys Asn Gly Lys Leu Leu Ser Val Glu Arg Ser Asn Arg lie Val 
195 200 205 

gtg gat gaa gtt tat gac tat cac cag ggc aca tat gta tgt gat tac 1152 
Val Asp Glu Val Tyr Asp Tyr His Gin Gly Thr Tyr Val Cys Asp Tyr 
210 215 220 

act cag teg gat act gtg agt teg tgg aca gtc aga get gtt gtt caa 1200 
Thr Gin Ser Asp Thr Val Ser Ser Trp Thr Val Arg Ala Val Val Gin 
225 230 235 

gtg aga ace att gtg gga gac act aaa etc aaa cca gat att ctg gat 1248 
Val Arg Thr lie Val Gly Asp Thr Lys Leu Lys Pro Asp lie Leu Asp 
240 245 250 255 

cct gtc gag gac aca ctg gaa gta gaa ctt gga aag cct tta act att 1296 
Pro Val Glu Asp Thr Leu Glu Val Glu Leu Gly Lys Pro Leu Thr lie 
260 265 270 

age tgc aaa gca cga ttt ggc ttt gaa agg gtc ttt aac cct gtc ata 1344 
Ser Cys Lys Ala Arg Phe Gly Phe Glu Arg Val Phe Asn Pro Val lie 
275 280 285 

aaa tgg tac ate aaa gat tct gac eta gag tgg gaa gtc tea gta cct 13 92 

Lys Trp Tyr lie Lys Asp Ser Asp Leu Glu Trp Glu Val Ser Val Pro 
290 295 300 

gag gcg aaa agt att aaa tec act tta aag gat gaa ate att gag cgt 1440 
Glu Ala Lys Ser lie Lys Ser Thr Leu Lys Asp Glu lie He Glu Arg 
305 310 315 

aat ate ate ttg gaa aaa gtc act cag cgt gat ctt cgc agg aag ttt 1488 
Asn He He Leu Glu Lys Val Thr Gin Arg Asp Leu Arg Arg Lys Phe 
320 325 330 335 

gtt tgc ttt gtc cag aac tec att gga aac aca acc cag tec gtc caa 153 6 

Val Cys Phe Val Gin Asn Ser He Gly Asn Thr Thr Gin Ser Val Gin 
340 345 350 

ctg aaa gaa aag aga gga gtg gtg etc ctg tac ate ctg ctt ggc acc 1584 
Leu Lys Glu Lys Arg Gly Val Val Leu Leu Tyr He Leu Leu Gly Thr 
355 360 365 

ate ggg acc ctg gtg gee gtg ctg gcg gcg agt gee etc etc tac agg 1632 
He Gly Thr Leu Val Ala Val Leu Ala Ala Ser Ala Leu Leu Tyr Arg 
370 375 380 

cac tgg att gaa ata gtg ctg ctg tac egg acc tac cag age aag gat 1680 
His Trp He Glu He Val Leu Leu Tyr Arg Thr Tyr Gin Ser Lys Asp 
385 390 395 

cag acg ctt ggg gat aaa aag gat ttt gat get ttc gta tec tat gca 1728 
Gin Thr Leu Gly Asp Lys Lys Asp Phe Asp Ala Phe Val Ser Tyr Ala 
400 405 410 " 415 
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aaa tgg age tct ttt cca agt gag gec act tea tct ctg agt gaa gaa 1776 
Lys Trp Ser Ser Phe Pro Ser Glu Ala Thr Ser Ser Leu Ser Glu Glu 
420 425 430 

cac ttg gee ctg age eta ttt cct gat gtt tta gaa aac aaa tat gga 1824 
His Leu Ala Leu Ser Leu Phe Pro Asp Val Leu Glu Asn Lys Tyr Gly 
435 440 445 

tat age ctg tgt ttg ctt gaa aga gat gtg get cca gga gga gtg tat 1872 
Tyr Ser Leu Cys Leu Leu Glu Arg Asp Val Ala Pro Gly Gly Val Tyr 
450 455 460 

gca gaa gac att gtg age att att aag aga age aga aga gga ata ttt 192 0 

Ala Glu Asp lie Val Ser lie lie Lys Arg Ser Arg Arg Gly lie Phe 
465 470 475 

ate ttg age ccc aac tat gtc aat gga ccc agt ate ttt gaa eta caa 1968 
lie Leu Ser Pro Asn Tyr Val Asn Gly Pro Ser lie Phe Glu Leu Gin 
480 485 490 495 

gca gca gtg aat ctt gee ttg gat gat caa aca ctg aaa etc att tta 2016 
Ala Ala Val Asn Leu Ala Leu Asp Asp Gin Thr Leu Lys Leu lie Leu 
500 505 510 

att aag ttc tgt tac ttc caa gag cca gag tct eta cct cat etc gtg 2064 
lie Lys Phe Cys Tyr Phe Gin Glu Pro Glu Ser Leu Pro His Leu Val 
515 520 525 

aaa aaa get etc agg gtt ttg ccc aca gtt act tgg aga ggc tta aaa 2112 
Lys Lys Ala Leu Arg Val Leu Pro Thr Val Thr Trp Arg Gly Leu Lys 
530 535 540 

tea gtt cct ccc aat tct agg ttc tgg gee aaa atg cgc tac cac atg 2160 
Ser Val Pro Pro Asn Ser Arg Phe Trp Ala Lys Met Arg Tyr His Met 
545 550 555 

cct gtg aaa aac tct cag gga ttc acg tgg aac cag etc aga att acc 2208 
Pro Val Lys Asn Ser Gin Gly Phe Thr Trp Asn Gin Leu Arg lie Thr 
560 565 570 ^ 575 

tct agg att ttt cag tgg aaa gga etc agt aga aca gaa acc act ggg 2256 
Ser Arg lie Phe Gin Trp Lys Gly Leu Ser Arg Thr Glu Thr Thr Gly 
580 585 590 

agg age tec cag cct aag gaa tgg tga aatgagcect ggagccccct 2303 
Arg Ser Ser Gin Pro Lys Glu Trp 
595 

ccagtccagt ccctgggata gagatgttgc tggacagaac tcacagctct gtgtgtgtgt 23 63 

gttcaggctg ataggaaatt caaagagtct cctgccagca ccaagcaagc ttgatggaca 2423 

atggaatggg attgagactg tggtttagag cctttgattt cctggactgg acagaeggeg 2483 

agtgaattct ctagaccttg ggtactttca gtacacaaca cccctaagat ttcccagtgg 2543 

tccgagcaga atcagaaaat acagctactt ctgccttatg gctagggaac tgtcatgtct 2603 

accatgtatt gtacatatga ctttatgtat acttgeaate aaataaatat tattttatta 2663 

gaaaaaaaac eggaatte 2 681 
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<210> 8 

<211> 599 

<212> PRT 

<213> Homo sapiens 



<400> 8 



Met Leu Cys Leu Gly Trp lie Phe Leu Trp Leu Val Ala Gly Glu Arg 
15 10 15 

lie Lys Gly Phe Asn lie Ser Gly Cys Ser Thr Lys Lys Leu Leu Trp 
20 25 30 

Thr Tyr Ser Thr Arg Ser Glu Glu Glu Phe Val Leu Phe Cys Asp Leu 
35 40 45 

Pro Glu Pro Gin Lys Ser His Phe Cys His Arg Asn Arg Leu Ser Pro 
50 55 60 

Lys Gin Val Pro Glu His Leu Pro Phe Met Gly Ser Asn Asp Leu Ser 
65 70 75 80 

Asp Val Gin Trp Tyr Gin Gin Pro Ser Asn Gly Asp Pro Leu Glu Asp 
85 90 95 

lie Arg Lys Ser Tyr Pro His lie lie Gin Asp Lys Cys Thr Leu His 
100 105 110 

Phe Leu Thr Pro Gly Val Asn Asn Ser Gly Ser Tyr lie Cys Arg Pro 
115 120 125 

Lys Met lie Lys Ser Pro Tyr Asp Val Ala Cys Cys Val Lys Met lie 
130 135 140 

Leu Glu Val Lys Pro Gin Thr Asn Ala Ser Cys Glu Tyr Ser Ala Ser 
145 150 155 160 

His Lys Gin Asp Leu Leu Leu Gly Ser Thr Gly Ser lie Ser Cys Pro 
165 170 ~ 175 

Ser Leu Ser Cys Gin Ser Asp Ala Gin Ser Pro Ala Val Thr Trp Tyr 
180 185 190 

Lys Asn Gly Lys Leu Leu Ser Val Glu Arg Ser Asn Arg lie Val Val 
195 200 205 

Asp Glu Val Tyr Asp Tyr His Gin Gly Thr Tyr Val Cys Asp Tyr Thr 
210 215 220 

Gin Ser Asp Thr Val Ser Ser Trp Thr Val Arg Ala Val Val Gin Val 
225 230 235 240 

Arg Thr lie Val Gly Asp Thr Lys Leu Lys Pro Asp lie Leu Asp Pro 
245 250 255 

Val Glu Asp Thr Leu Glu Val Glu Leu Gly Lys Pro Leu Thr lie Ser 
260 265 270 

Cys Lys Ala Arg Phe Gly v Phe Glu Arg Val Phe Asn Pro Val lie Lys 
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275 



280 



285 



Trp Tyr lie Lys Asp Ser Asp Leu Glu Trp Glu Val Ser Val Pro Glu 
290 295 300 

Ala Lys Ser lie Lys Ser Thr Leu Lys Asp Glu lie lie Glu Arg Asn 
305 310 315 320 

lie lie Leu Glu Lys Val Thr Gin Arg Asp Leu Arg Arg Lys Phe Val 
325 330 335 

Cys Phe Val Gin Asn Ser lie Gly Asn Thr Thr Gin Ser Val Gin Leu 
340 345 350 

Lys Glu Lys Arg Gly Val Val Leu Leu Tyr lie Leu Leu Gly Thr He 
355 360 365 

Gly Thr Leu Val Ala Val Leu Ala Ala Ser Ala Leu Leu Tyr Arg His 
370 375 380 

Trp He Glu He Val Leu Leu Tyr Arg Thr Tyr Gin Ser Lys Asp Gin 
385 390 395 400 

Thr Leu Gly Asp Lys Lys Asp Phe Asp Ala Phe Val Ser Tyr Ala Lys 
405 410 415 

Trp Ser Ser Phe Pro Ser Glu Ala Thr Ser Ser Leu Ser Glu Glu His 
420 425 430 

Leu Ala Leu Ser Leu Phe Pro Asp Val Leu Glu Asn Lys Tyr Gly Tyr 
435 440 445 

Ser Leu Cys Leu Leu Glu Arg Asp Val Ala Pro Gly Gly Val Tyr Ala 
450 455 460 

Glu Asp He Val Ser He He Lys Arg Ser Arg Arg Gly He Phe He 
465 470 475 480 

Leu Ser Pro Asn Tyr Val Asn Gly Pro Ser He Phe Glu Leu Gin Ala 
485 490 495 

Ala Val Asn Leu Ala Leu Asp Asp Gin Thr Leu Lys Leu He Leu He 
500 505 510 

Lys Phe Cys Tyr Phe Gin Glu Pro Glu Ser Leu Pro His Leu Val Lys 
515 520 525 

Lys Ala Leu Arg Val Leu Pro Thr Val Thr Trp Arg Gly Leu Lys Ser 
530 535 540 

Val Pro Pro Asn Ser Arg Phe Trp Ala Lys Met Arg Tyr His Met Pro 
545 550 555 560 

Val Lys Asn Ser Gin Gly Phe Thr Trp Asn Gin Leu Arg He Thr Ser 
565 570 575 

Arg He Phe Gin Trp Lys Gly Leu Ser Arg Thr Glu Thr Thr Gly Arg 
580 585 590 

Ser Ser Gin Pro Lys Glu Trp 
595 
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<210> 9 

<211> 644 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (66) . . (599) 

<400> 9 

gagaagagga cgttgtcaca gataaagagc caggctcacc agctcctgac gcatgcatca 60 

tgacc atg aga cac aac tgg aca cca gac etc age cct ttg tgg gtc ctg 110 
Met Arg His Asn Trp Thr Pro Asp Leu Ser Pro Leu Trp Val Leu 
15 10 15 

etc ctg tgt gee cac gtc gtc act etc ctg gtc aga gec aca cct gtc 158 
Leu Leu Cys Ala His Val Val Thr Leu Leu Val Arg Ala Thr Pro Val 
20 25 30 

teg cag ace ace aca get gee act gec tea gtt aga age aca aag gac 2 06 

Ser Gin Thr Thr Thr Ala Ala Thr Ala Ser Val Arg Ser Thr Lys Asp 
35 40 45 

ccc tgc ccc tec cag ccc cca gtg ttc cca gca get aag cag tgt cca 254 
Pro Cys Pro Ser Gin Pro Pro Val Phe Pro Ala Ala Lys Gin Cys Pro 
50 55 60 

gca ttg gaa gtg ace tgg cca gag gtg gaa gtg cca ctg aat gga acg 302 
Ala Leu Glu Val Thr Trp Pro Glu Val Glu Val Pro Leu Asn Gly Thr 
65 70 75 

ctg age tta tec tgt gtg gec tgc age cgc ttc ccc aac ttc age ate 350 
Leu Ser Leu Ser Cys Val Ala Cys Ser Arg Phe Pro Asn Phe Ser lie 
80 85 90 95 

etc tac tgg ctg ggc aat ggt tec ttc att gag cac etc cca ggc cga 398 
Leu Tyr Trp Leu Gly Asn Gly Ser Phe lie Glu His Leu Pro Gly Arg 
100 105 110 

ctg tgg gag ggg age acc age egg gaa cgt ggg age aca ggt acg cag 446 
Leu Trp Glu Gly Ser Thr Ser Arg Glu Arg Gly Ser Thr Gly Thr Gin 
115 120 125 

ctg tgc aag gee ttg gtg ctg gag cag ctg acc cct gee ctg cac age 494 
Leu Cys Lys Ala Leu Val Leu Glu Gin Leu Thr Pro Ala Leu His Ser 
130 135 140 

acc aac ttc tec tgt gtg etc gtg gac cct gaa cag gtt gtc cag cgt 542 
Thr Asn Phe Ser Cys Val Leu Val Asp Pro Glu Gin Val Val Gin Arg 
145 150 155 

cac gtc gtc ctg gee cag etc tgg get ggg ctg agg gca acc ttg ccc 590 
His Val Val Leu Ala Gin Leu Trp Ala Gly Leu Arg Ala Thr Leu Pro 
160 165 170 175 

ccc acc caa gaagccctgc cctccagcca cagcagtcca cagcagcagg gttaa 644 
Pro Thr Gin 
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<210> 10 

<211> 178 

<212> PRT 

<213> Homo sapiens 

<400> 10 

Met Arg His Asn Trp Thr Pro Asp Leu Ser Pro Leu Trp Val Leu Leu 
15 10 15 

Leu Cys Ala His Val Val Thr Leu Leu Val Arg Ala Thr Pro Val Ser 
20 25 30 

Gin Thr Thr Thr Ala Ala Thr Ala Ser Val Arg Ser Thr Lys Asp Pro 
35 40 45 

Cys Pro Ser Gin Pro Pro Val Phe Pro Ala Ala Lys Gin Cys Pro Ala 
50 55 60 

Leu Glu Val Thr Trp Pro Glu Val Glu Val Pro Leu Asn Gly Thr Leu 
65 70 75 80 

Ser Leu Ser Cys Val Ala Cys Ser Arg Phe Pro Asn Phe Ser lie Leu 
85 90 95 

Tyr Trp Leu Gly Asn Gly Ser Phe lie Glu His Leu Pro Gly Arg Leu 
100 105 110 

Trp Glu Gly Ser Thr Ser Arg Glu Arg Gly Ser Thr Gly Thr Gin Leu 
115 120 125 

Cys Lys Ala Leu Val Leu Glu Gin Leu Thr Pro Ala Leu His Ser Thr 
130 135 140 

Asn Phe Ser Cys Val Leu Val Asp Pro Glu Gin Val Val Gin Arg His 
145 150 155 160 

Val Val Leu Ala Gin Leu Trp Ala Gly Leu Arg Ala Thr Leu Pro Pro 
165 170 175 

Thr Gin 



<210> 11 

<211> 422 

<212> PRT 

<213> Homo sapiens 

<400> 11 

Met Arg His Asn Trp Thr Pro Asp Leu Ser Pro Leu Trp Val Leu Leu 
15 10 15 

Leu Cys Ala His Val Val Thr Leu Leu Val Arg Ala Thr Pro Val Ser 
20 25 30 

Gin Thr Thr Thr Ala Ala Thr Ala Ser Val Arg Ser Thr Lys Asp Pro 
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35 



40 



45 



Cys Pro Ser Gin Pro Pro Val Phe Pro Ala Ala Lys Gin Cys Pro Ala 
50 55 60 

Leu Glu Val Thr Trp Pro Glu Val Glu Val Pro Leu Asn Gly Thr Leu 
65 70 75 80 

Ser Leu Ser Cys Val Ala Cys Ser Arg Phe Pro Asn Phe Ser lie Leu 
85 90 95 

Tyr Trp Leu Gly Asn Gly Ser Phe lie Glu His Leu Pro Gly Arg Leu 
100 105 110 

Trp Glu Gly Ser Thr Ser Arg Glu Arg Gly Ser Thr Gly Thr Gin Leu 
115 120 125 

Cys Lys Ala Leu Val Leu Glu Gin Leu Thr Pro Ala Leu His Ser Thr 
130 135 140 

Asn Phe Ser Cys Val Leu Val Asp Pro Glu Gin Val Val Gin Arg His 
145 150 155 160 

Val Val Leu Ala Gin Leu Trp Ala Gly Leu Arg Ala Thr Leu Pro Pro 
165 170 175 

Thr Gin Glu Ala Leu Pro Ser Ser His Ser Ser Pro Gin Gin Gin Gly 
180 185 190 

Arg Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu 
195 200 205 

Ala Glu Gly Ala Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp 
210 215 220 

Thr Leu Met lie Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp 
225 230 235 240 

Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly 
245 250 255 

Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn 
260 265 270 

Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gin Asp Trp 
275 280 285 

Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro 
290 295 300 

Ala Pro lie Glu Lys Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Glu 
305 310 315 320 

Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn 
325 330 335 

Gin Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp lie 
340 345 350 

Ala Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr 
355 360 365 



22 



Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys 
370 375 380 



Leu Thr Val Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe Ser Cys 
385 390 395 400 

Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu 
405 410 415 

Ser Leu Ser Pro Gly Lys 
420 



<210> 12 

<211> 579 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (1) . . (579) 

<220> 

<221> sig_peptide 

<222> (1) . . (108) 

<220> 

<221> mat_peptide 

<222> (109) . . () 



<400> 12 

atg get get gaa cca gta gaa gac aat tgc ate aac ttt gtg gca atg 48 

Met Ala Ala Glu Pro Val Glu Asp Asn Cys lie Asn Phe Val Ala Met 
-35 -30 -25 

aaa ttt att gac aat acg ctt tac ttt ata get gaa gat gat gaa aac 96 
Lys Phe lie Asp Asn Thr Leu Tyr Phe lie Ala Glu Asp Asp Glu Asn 
-20 -15 -10 -5 

ctg gaa tea gat tac ttt ggc aag ctt gaa tct aaa tta tea gtc ata 144 
Leu Glu Ser Asp Tyr Phe Gly Lys Leu Glu Ser Lys Leu Ser Val lie 
-11 5 10 

aga aat ttg aat gac caa gtt etc ttc att gac caa gga aat egg cct 192 
Arg Asn Leu Asn Asp Gin Val Leu Phe lie Asp Gin Gly Asn Arg Pro 
15 20 25 

eta ttt gaa gat atg act gat tct gac tgt aga gat aat gca ccc egg 240 
Leu Phe Glu Asp Met Thr Asp Ser Asp Cys Arg Asp Asn Ala Pro Arg 
30 35 40 

acc ata ttt att ata agt atg tat aaa gat age cag cct aga ggt atg 288 
Thr lie Phe lie lie Ser Met Tyr Lys Asp Ser Gin Pro Arg Gly Met 
45 50 55 " 60 

get gta act ate tct gtg aag tgt gag aaa att tea ayt etc tec tgt 336 
Ala Val Thr lie Ser Val Lys Cys Glu Lys lie Ser Xaa Leu Ser Cys 
65 70 75 
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gag aac aaa att att tec ttt aag gaa atg aat cct cct gat aac ate 
Glu Asn Lys lie lie Ser Phe Lys Glu Met Asn Pro Pro Asp Asn lie 
80 85 90 



aag gat aca aaa agt gac ate ata ttc ttt cag aga agt gtc cca gga 
Lys Asp Thr Lys Ser Asp lie lie Phe Phe Gin Arg Ser Val Pro Gly 
95 100 105 

cat gat aat aag atg caa ttt gaa tct tea tea tac gaa gga tac ttt 
His Asp Asn Lys Met Gin Phe Glu Ser Ser Ser Tyr Glu Gly Tyr Phe 
110 115 120 

eta get tgt gaa aaa gag aga gac ctt ttt aaa etc att ttg aaa aaa 
Leu Ala Cys Glu Lys Glu Arg Asp Leu Phe Lys Leu lie Leu Lys Lys 
125 130 135 140 

gag gat gaa ttg ggg gat aga tct ata atg ttc act gtt caa aac gaa 
Glu Asp Glu Leu Gly Asp Arg Ser lie Met Phe Thr Val Gin Asn Glu 
145 150 155 



gac 
Asp 



<210> 13 

<211> 193 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
<222> (73) . . (73) 

<223> The 'Xaa' at location 73 stands for Thr, or lie. 
<400> 13 

Met Ala Ala Glu Pro Val Glu Asp Asn Cys lie Asn Phe Val Ala Met 
-35 -30 -25 

Lys Phe lie Asp Asn Thr Leu Tyr Phe lie Ala Glu Asp Asp Glu Asn 
-20 -15 -10 -5 

Leu Glu Ser Asp Tyr Phe Gly Lys Leu Glu Ser Lys Leu Ser Val lie 
-11 5 10 

Arg Asn Leu Asn Asp Gin Val Leu Phe lie Asp Gin Gly Asn Arg Pro 
15 20 25 

Leu Phe Glu Asp Met Thr Asp Ser Asp Cys Arg Asp Asn Ala Pro Arg 
30 35 40 

Thr lie Phe lie lie Ser Met Tyr Lys Asp Ser Gin Pro Arg Gly Met 
45 50 55 ~ 60 

Ala Val Thr lie Ser Val Lys Cys Glu Lys lie Ser Xaa Leu Ser Cys 
65 70 75 

Glu Asn Lys lie lie Ser Phe Lys Glu Met Asn Pro Pro Asp Asn lie 
80 85 90 
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Lys Asp Thr Lys Ser Asp lie lie Phe Phe Gin Arg Ser Val Pro Gly 
95 100 105 

His Asp Asn Lys Met Gin Phe Glu Ser Ser Ser Tyr Glu Gly Tyr Phe 
110 115 120 

Leu Ala Cys Glu Lys Glu Arg Asp Leu Phe Lys Leu lie Leu Lys Lys 
125 130 135 ~ 140 

Glu Asp Glu Leu Gly Asp Arg Ser lie Met Phe Thr Val Gin Asn Glu 
145 150 155 

Asp 



<210> 14 

<211> 157 

<212> PRT 

<213> Homo sapiens 

<400> 14 

Tyr Phe Gly Lys Leu Glu Ser Lys Leu Ser Val lie Arg Asn Leu Asn 
15 10 15 

Asp Gin Val Leu Phe lie Asp Gin Gly Asn Arg Pro Leu Phe Glu Asp 
20 25 30 

Met Thr Asp Ser Asp Cys Arg Asp Asn Ala Pro Arg Thr lie Phe lie 
35 40 45 

lie Ser Met Tyr Lys Asp Ser Gin Pro Arg Gly Met Ala Val Thr lie 
50 55 60 

Ser Val Lys Cys Glu Lys lie Ser Thr Leu Ser Cys Glu Asn Lys lie 
65 70 75 " 80 

lie Ser Phe Lys Glu Met Asn Pro Pro Asp Asn lie Lys Asp Thr Lys 
85 90 95 

Ser Asp lie lie Phe Phe Gin Arg Ser Val Pro Gly His Asp Asn Lys 
100 105 110 

Met Gin Phe Glu Ser Ser Ser Tyr Glu Gly Tyr Phe Leu Ala Cys Glu 
115 120 125 

Lys Glu Arg Asp Leu Phe Lys Leu lie Leu Lys Lys Glu Asp Glu Leu 
130 135 ~ 140 

Gly Asp Arg Ser lie Met Phe Thr Val Gin Asn Glu Asp 
145 150 155 



<210> 15 

<211> 765 

<212> DNA 

<213> Homo sapiens 



<220> 
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<221> CDS 

<222> (4) . . (765) 

<400> 15 

gtc atg gaa tac gcc tct gac get tea ctg gac ccc gaa gee ccg tgg 48 

Met Glu Tyr Ala Ser Asp Ala Ser Leu Asp Pro Glu Ala Pro Trp 
15 10 15 

cct ccc gcg ccc cgc get cgc gcc tgc cgc gta ctg cct tgg gcc ctg 96 
Pro Pro Ala Pro Arg Ala Arg Ala Cys Arg Val Leu Pro Trp Ala Leu 
20 25 30 

gtc gcg ggg ctg ctg ctg ctg ctg ctg etc get gcc gcc tgc gcc gtc 144 
Val Ala Gly Leu Leu Leu Leu Leu Leu Leu Ala Ala Ala Cys Ala Val 
35 40 45 

ttc etc gcc tgc ccc tgg gcc gtg tec ggg get cgc gcc teg ccc ggc 192 
Phe Leu Ala Cys Pro Trp Ala Val Ser Gly Ala Arg Ala Ser Pro Gly 
50 55 60 

tec gcg gcc age ccg aga etc cgc gag ggt ccc gag ctt teg ccc gac 240 
Ser Ala Ala Ser Pro Arg Leu Arg Glu Gly Pro Glu Leu Ser Pro Asp 
65 70 75 

gat ccc gcc ggc etc ttg gac ctg egg cag ggc atg ttt gcg cag ctg 288 
Asp Pro Ala Gly Leu Leu Asp Leu Arg Gin Gly Met Phe Ala Gin Leu 
80 85 90 95 

gtg gcc caa aat gtt ctg ctg ate gat ggg ccc ctg age tgg tac agt 336 
Val Ala Gin Asn Val Leu Leu lie Asp Gly Pro Leu Ser Trp Tyr Ser 
100 105 110 

gac cca ggc ctg gca ggc gtg tec ctg acg ggg ggc ctg age tac aaa 384 
Asp Pro Gly Leu Ala Gly Val Ser Leu Thr Gly Gly Leu Ser Tyr Lys 
115 120 125 

gag gac acg aag gag ctg gtg gtg gcc aag get gga gtc tac tat gtc 432 
Glu Asp Thr Lys Glu Leu Val Val Ala Lys Ala Gly Val Tyr Tyr Val 
130 135 140 

ttc ttt caa eta gag ctg egg cgc gtg gtg gcc ggc gag ggc tea ggc 480 
Phe Phe Gin Leu Glu Leu Arg Arg Val Val Ala Gly Glu Gly Ser Gly 
145 150 155 

tec gtt tea ctt gcg ctg cac ctg cag cca ctg cgc tct get get ggg 528 
Ser Val Ser Leu Ala Leu His Leu Gin Pro Leu Arg Ser Ala Ala Gly 
160 165 170 175 

gcc gcc gcc ctg get ttg acc gtg gac ctg cca ccc gcc tec tec gag 576 
Ala Ala Ala Leu Ala Leu Thr Val Asp Leu Pro Pro Ala Ser Ser Glu 
180 185 190 

get egg aac teg gcc ttc ggt ttc cag ggc cgc ttg ctg cac ctg agt 624 
Ala Arg Asn Ser Ala Phe Gly Phe Gin Gly Arg Leu Leu His Leu Ser 
195 200 205 

gcc ggc cag cgc ctg ggc gtc cat ctt cac act gag gcc agg gca cgc 672 
Ala Gly Gin Arg Leu Gly Val His Leu His Thr Glu Ala Arg Ala Arg 
210 215 220 



cat gcc tgg cag ctt acc cag ggc gcc aca gtc ttg gga etc ttc egg 



720 
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His Ala Trp Gin Leu Thr Gin Gly Ala Thr Val Leu Gly Leu Phe Arg 
225 230 235 



gtg acc ccc gaa ate cca gec gga etc cct tea ccg agg teg gaa 
Val Thr Pro Glu lie Pro Ala Gly Leu Pro Ser Pro Arg Ser Glu 
240 245 250 



<210> 16 

<211> 254 

<212> PRT 

<213> Homo sapiens 

<400> 16 



Met Glu Tyr Ala Ser Asp Ala Ser Leu Asp Pro Glu Ala Pro Trp Pro 
15 10 15 

Pro Ala Pro Arg Ala Arg Ala Cys Arg Val Leu Pro Trp Ala Leu Val 
20 25 30 

Ala Gly Leu Leu Leu Leu Leu Leu Leu Ala Ala Ala Cys Ala Val Phe 
35 40 45 

Leu Ala Cys Pro Trp Ala Val Ser Gly Ala Arg Ala Ser Pro Gly Ser 
50 55 60 



Ala Ala Ser Pro Arg Leu Arg Glu Gly Pro Glu Leu Ser Pro Asp Asp 
65 70 75 80 

Pro Ala Gly Leu Leu Asp Leu Arg Gin Gly Met Phe Ala Gin Leu Val 
85 90 95 

Ala Gin Asn Val Leu Leu lie Asp Gly Pro Leu Ser Trp Tyr Ser Asp 
100 105 110 

Pro Gly Leu Ala Gly Val Ser Leu Thr Gly Gly Leu Ser Tyr Lys Glu 
115 120 125 

Asp Thr Lys Glu Leu Val Val Ala Lys Ala Gly Val Tyr Tyr Val Phe 
130 135 140 

Phe Gin Leu Glu Leu Arg Arg Val Val Ala Gly Glu Gly Ser Gly Ser 
145 150 155 160 

Val Ser Leu Ala Leu His Leu Gin Pro Leu Arg Ser Ala Ala Gly Ala 
165 170 175 

Ala Ala Leu Ala Leu Thr Val Asp Leu Pro Pro Ala Ser Ser Glu Ala 
180 185 190 

Arg Asn Ser Ala Phe Gly Phe Gin Gly Arg Leu Leu His Leu Ser Ala 
195 200 205 

Gly Gin Arg Leu Gly Val His Leu His Thr Glu Ala Arg Ala Arg His 
210 215 220 

Ala Trp Gin Leu Thr Gin Gly Ala Thr Val Leu Gly Leu Phe Arg Val 
225 230 235 240 

Thr Pro Glu lie Pro Ala Gly Leu Pro Ser Pro Arg Ser Glu 
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245 250 



<210> 17 

<211> 1415 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (120) . . (884) 

<220> 

<221> sig_peptide 
<222> (120) . . (189) 

<220> 

<221> mat_peptide 
<222> (189) . . ( ) 

<400> 17 

agtggaaagt tctccggcag ccctgagatc tcaagagtga catttgtgag accagctaat 60 

ttgattaaaa ttctcttgga atcagctttg ctagtatcat acctgtgcca gatttcatc 119 

atg gga aac age tgt tac aac ata gta gec act ctg ttg ctg gtc etc 167 
Met Gly Asn Ser Cys Tyr Asn lie Val Ala Thr Leu Leu Leu Val Leu 
-20 -15 -10 

aac ttt gag agg aca aga tea ttg cag gat cct tgt agt aac tgc cca 215 
Asn Phe Glu Arg Thr Arg Ser Leu Gin Asp Pro Cys Ser Asn Cys Pro 
-5 -11 5 

get ggt aca ttc tgt gat aat aac agg aat cag att tgc agt ccc tgt 2 63 

Ala Gly Thr Phe Cys Asp Asn Asn Arg Asn Gin lie Cys Ser Pro Cys 
10 15 20 25 

cct cca aat agt ttc tec age gca ggt gga caa agg acc tgt gac ata 311 
Pro Pro Asn Ser Phe Ser Ser Ala Gly Gly Gin Arg Thr Cys Asp lie 
30 35 40 

tgc agg cag tgt aaa ggt gtt ttc agg acc agg aag gag tgt tec tec 359 
Cys Arg Gin Cys Lys Gly Val Phe Arg Thr Arg Lys Glu Cys Ser Ser 
45 50 55 

acc age aat gca gag tgt gac tgc act cca ggg ttt cac tgc ctg ggg 407 
Thr Ser Asn Ala Glu Cys Asp Cys Thr Pro Gly Phe His Cys Leu Gly 
60 65 70 

gca gga tgc age atg tgt gaa cag gat tgt aaa caa ggt caa gaa ctg 455 
Ala Gly Cys Ser Met Cys Glu Gin Asp Cys Lys Gin Gly Gin Glu Leu 
75 80 85 

aca aaa aaa ggt tgt aaa gac tgt tgc ttt ggg aca ttt aac gat cag 503 
Thr Lys Lys Gly Cys Lys Asp Cys Cys Phe Gly Thr Phe Asn Asp Gin 
90 95 100 105 

aaa cgt ggc ate tgt cga ccc tgg aca aac tgt tct ttg gat gga aag 551 
Lys Arg Gly lie Cys Arg Pro Trp Thr Asn Cys Ser Leu Asp Gly Lys 
110 115 120 
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tct gtg ctt gtg aat ggg acg aag gag agg gac gtg gtc tgt gga cca 599 
Ser Val Leu Val Asn Gly Thr Lys Glu Arg Asp Val Val Cys Gly Pro 
125 130 135 

tct cca gcc gac etc tct ccg gga gca tec tct gtg acc ccg cct gec 647 
Ser Pro Ala Asp Leu Ser Pro Gly Ala Ser Ser Val Thr Pro Pro Ala 
140 145 150 

cct gcg aga gag cca gga cac tct ccg cag ate ate tec ttc ttt ctt 695 
Pro Ala Arg Glu Pro Gly His Ser Pro Gin lie lie Ser Phe Phe Leu 
155 160 165 

gcg ctg acg teg act gcg ttg etc ttc ctg ctg ttc ttc etc acg etc 743 
Ala Leu Thr Ser Thr Ala Leu Leu Phe Leu Leu Phe Phe Leu Thr Leu 
170 175 180 185 

cgt ttc tct gtt gtt aaa egg ggc aga aag aaa etc ctg tat ata ttc 791 
Arg Phe Ser Val Val Lys Arg Gly Arg Lys Lys Leu Leu Tyr lie Phe 
190 195 200 

aaa caa cca ttt atg aga cca gta caa act act caa gag gaa gat ggc 83 9 

Lys Gin Pro Phe Met Arg Pro Val Gin Thr Thr Gin Glu Glu Asp Gly 
205 210 215 

tgt age tgc cga ttt cca gaa gaa gaa gaa gga gga tgt gaa ctg 884 
Cys Ser Cys Arg Phe Pro Glu Glu Glu Glu Gly Gly Cys Glu Leu 
220 225 230 

tgaaatggaa gtcaataggg ctgttgggac tttcttgaaa agaagcaagg aaatatgagt 944 

catccgctat cacagctttc aaaagcaaga acaccatcct acataatacc caggattccc 1004 

ccaacacacg ttcttttcta aatgccaatg agttggcctt taaaaatgea ccactttttt 1064 

tttttttttt gacagggtct cactctgtca cccaggctgg agtgcagtgg caccaccatg 1124 

gctctctgca gccttgacct ctgggagctc aagtgatcct cctgcctcag tctcctagta 1184 

gctggaacta caaggaaggg ccaccacacc tgactaactt ttttgttttt tgtttggtaa 1244 

agatggcatt tcgccatgtt gtacaggctg gtctcaaact cctaggttca ctttggcctc 1304 

ecaaagtget gggattacag acatgaactg ccaggcccgg ccaaaataat gcaccacttt 13 64 

taacagaaca gacagatgag gacagagctg gtgataaaaa aaaaaaaaaa a 1415 

<210> 18 

<211> 255 

<212> PRT 

<213> Homo sapiens 

<400> 18 

Met Gly Asn Ser Cys Tyr Asn lie Val Ala Thr Leu Leu Leu Val Leu 
-20 -15 -10 

Asn Phe Glu Arg Thr Arg Ser Leu Gin Asp Pro Cys Ser Asn Cys Pro 
-5 -11 5 
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Ala Gly Thr Phe Cys Asp Asn Asn Arg Asn Gin lie Cys Ser Pro Cys 
10 15 20 ' ~ 25 



Pro Pro Asn Ser Phe Ser Ser Ala Gly Gly Gin Arg Thr Cys Asp lie 
30 35 40 

Cys Arg Gin Cys Lys Gly Val Phe Arg Thr Arg Lys Glu Cys Ser Ser 
45 50 " 55 

Thr Ser Asn Ala Glu Cys Asp Cys Thr Pro Gly Phe His Cys Leu Gly 
60 65 70 

Ala Gly Cys Ser Met Cys Glu Gin Asp Cys Lys Gin Gly Gin Glu Leu 
75 80 85 

Thr Lys Lys Gly Cys Lys Asp Cys Cys Phe Gly Thr Phe Asn Asp Gin 
90 95 100 105 

Lys Arg Gly lie Cys Arg Pro Trp Thr Asn Cys Ser Leu Asp Gly Lys 
110 115 120 

Ser Val Leu Val Asn Gly Thr Lys Glu Arg Asp Val Val Cys Gly Pro 
125 130 135 

Ser Pro Ala Asp Leu Ser Pro Gly Ala Ser Ser Val Thr Pro Pro Ala 
140 145 150 

Pro Ala Arg Glu Pro Gly His Ser Pro Gin lie lie Ser Phe Phe Leu 
155 160 165 

Ala Leu Thr Ser Thr Ala Leu Leu Phe Leu Leu Phe Phe Leu Thr Leu 
170 175 180 185 

Arg Phe Ser Val Val Lys Arg Gly Arg Lys Lys Leu Leu Tyr lie Phe 
190 195 200 

Lys Gin Pro Phe Met Arg Pro Val Gin Thr Thr Gin Glu Glu Asp Gly 
205 210 215 

Cys Ser Cys Arg Phe Pro Glu Glu Glu Glu Gly Gly Cys Glu Leu 
220 225 230 



<210> 19 

<211> 648 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (1) . . (645) 

<400> 19 

atg cat gtg ccg gcg ggc tec gtg gec age cac ctg ggg acc acg age 48 
Met His Val Pro Ala Gly Ser Val Ala Ser His Leu Gly Thr Thr Ser 
15 10 15 

cgc age tat ttc tat ttg acc aca gec act ctg get ctg tgc ctt gtc 96 
Arg Ser Tyr Phe Tyr Leu Thr Thr Ala Thr Leu Ala Leu Cys Leu Val 
20 25 30 



30 



ttc acg gtg gcc act att atg gtg ttg gtc gtt cag agg acg gac tec 
Phe Thr Val Ala Thr lie Met Val Leu Val Val Gin Arg Thr Asp Ser 
35 40 45 



att ccc aac tea cct gac aac gtc ccc etc aaa gga gga aat tgc tea 
lie Pro Asn Ser Pro Asp Asn Val Pro Leu Lys Gly Gly Asn Cys Ser 

50 55 60 

gaa gac etc tta tgt ate ctg aaa aga get cca ttc aag aag tea tgg 
Glu Asp Leu Leu Cys lie Leu Lys Arg Ala Pro Phe Lys Lys Ser Trp 
65 70 75 80 

gcc tac etc caa gtg gca aag cat eta aac aaa ace aag ttg tct tgg 

Ala Tyr Leu Gin Val Ala Lys His Leu Asn Lys Thr Lys Leu Ser Trp 
85 90 95 

aac aaa gat ggc att etc cat gga gtc aga tat cag gat ggg aat ctg 

Asn Lys Asp Gly lie Leu His Gly Val Arg Tyr Gin Asp Gly Asn Leu 
100 105 110 

gtg ate caa ttc cct ggt ttg tac ttc ate att tgc caa ctg cag ttt 

Val lie Gin Phe Pro Gly Leu Tyr Phe lie lie Cys Gin Leu Gin Phe 
115 120 125 

ctt gta caa tgc cca aat aat tct gtc gat ctg aag ttg gag ctt etc 

Leu Val Gin Cys Pro Asn Asn Ser Val Asp Leu Lys Leu Glu Leu Leu 

130 135 140 

ate aac aag cat ate aaa aaa cag gcc ctg gtg aca gtg tgt gag tct 

He Asn Lys His He Lys Lys Gin Ala Leu Val Thr Val Cys Glu Ser 
145 150 155 160 

gga atg caa acg aaa cac gta tac cag aat etc tct caa ttc ttg ctg 

Gly Met Gin Thr Lys His Val Tyr Gin Asn Leu Ser Gin Phe Leu Leu 
165 170 175 

gat tac ctg cag gtc aac ace ace ata tea gtc aat gtg gat aca ttc 

Asp Tyr Leu Gin Val Asn Thr Thr He Ser Val Asn Val Asp Thr Phe 
180 185 190 

cag tac ata gat aca age acc ttt cct ctt gag aat gtg ttg tec ate 

Gin Tyr He Asp Thr Ser Thr Phe Pro Leu Glu Asn Val Leu Ser He 
195 200 205 

ttc tta tac agt aat tea gac tga 
Phe Leu Tyr Ser Asn Ser Asp 
210 215 



<210> 20 

<211> 215 

<212> PRT 

<213> Homo sapiens 

<400> 20 

Met His Val Pro Ala Gly Ser Val Ala Ser His Leu Gly Thr Thr Ser 
15 10 15 

Arg Ser Tyr Phe Tyr Leu Thr Thr Ala Thr Leu Ala Leu Cys Leu Val 
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20 



25 



30 



Phe Thr Val Ala Thr lie Met Val Leu Val Val Gin Arg Thr Asp Ser 
35 40 45 

lie Pro Asn Ser Pro Asp Asn Val Pro Leu Lys Gly Gly Asn Cys Ser 
50 55 60 

Glu Asp Leu Leu Cys lie Leu Lys Arg Ala Pro Phe Lys Lys Ser Trp 
65 70 75 80 

Ala Tyr Leu Gin Val Ala Lys His Leu Asn Lys Thr Lys Leu Ser Trp 
85 90 95 

Asn Lys Asp Gly lie Leu His Gly Val Arg Tyr Gin Asp Gly Asn Leu 
100 105 110 

Val lie Gin Phe Pro Gly Leu Tyr Phe He He Cys Gin Leu Gin Phe 
115 120 125 

Leu Val Gin Cys Pro Asn Asn Ser Val Asp Leu Lys Leu Glu Leu Leu 
130 135 140 

He Asn Lys His He Lys Lys Gin Ala Leu Val Thr Val Cys Glu Ser 
145 150 155 160 

Gly Met Gin Thr Lys His Val Tyr Gin Asn Leu Ser Gin Phe Leu Leu 
165 170 175 

Asp Tyr Leu Gin Val Asn Thr Thr He Ser Val Asn Val Asp Thr Phe 
180 185 190 

Gin Tyr He Asp Thr Ser Thr Phe Pro Leu Glu Asn Val Leu Ser He 
195 200 205 

Phe Leu Tyr Ser Asn Ser Asp 
210 215 



<210> 21 

<211> 705 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (1) . . (702) 

<400> 21 

atg gac cca ggg ctg cag caa gca etc aac gga atg gec cct cct gga 48 

Met Asp Pro Gly Leu Gin Gin Ala Leu Asn Gly Met Ala Pro Pro Gly 

15 10 15 

gac aca gec atg cat gtg ccg gcg ggc tec gtg gec age cac ctg ggg 9 6 

Asp Thr Ala Met His Val Pro Ala Gly Ser Val Ala Ser His Leu Gly 
20 25 30 

acc acg age cgc age tat ttc tat ttg acc aca gec act ctg get ctg 144 
Thr Thr Ser Arg Ser Tyr Phe Tyr Leu Thr Thr Ala Thr Leu Ala Leu 
35 40 45 
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tgc ctt gtc ttc acg gtg gcc act att atg gtg ttg gtc gtt cag agg 192 
Cys Leu Val Phe Thr Val Ala Thr lie Met Val Leu Val Val Gin Arg 
50 55 60 

acg gac tec att ccc aac tea cct gac aac gtc ccc etc aaa gga gga 240 
Thr Asp Ser lie Pro Asn Ser Pro Asp Asn Val Pro Leu Lys Gly Gly 
65 70 75 80 

aat tgc tea gaa gac etc tta tgt ate ctg aaa aga get cca ttc aag 288 
Asn Cys Ser Glu Asp Leu Leu Cys lie Leu Lys Arg Ala Pro Phe Lys 
85 90 95 

aag tea tgg gcc tac etc caa gtg gca aag cat eta aac aaa acc aag 336 
Lys Ser Trp Ala Tyr Leu Gin Val Ala Lys His Leu Asn Lys Thr Lys 
100 105 110 

ttg tct tgg aac aaa gat ggc att etc cat gga gtc aga tat cag gat 3 84 

Leu Ser Trp Asn Lys Asp Gly lie Leu His Gly Val Arg Tyr Gin Asp 
115 120 125 

ggg aat ctg gtg ate caa ttc cct ggt ttg tac ttc ate att tgc caa 432 
Gly Asn Leu Val lie Gin Phe Pro Gly Leu Tyr Phe lie lie Cys Gin 
130 135 140 

ctg cag ttt ctt gta caa tgc cca aat aat tct gtc gat ctg aag ttg 480 
Leu Gin Phe Leu Val Gin Cys Pro Asn Asn Ser Val Asp Leu Lys Leu 
145 150 155 ~ 160 

gag ctt etc ate aac aag cat ate aaa aaa cag gcc ctg gtg aca gtg 528 
Glu Leu Leu lie Asn Lys His lie Lys Lys Gin Ala Leu Val Thr Val 
165 170 175 

tgt gag tct gga atg caa acg aaa cac gta tac cag aat etc tct caa 576 
Cys Glu Ser Gly Met Gin Thr Lys His Val Tyr Gin Asn Leu Ser Gin 
180 185 190 

ttc ttg ctg gat tac ctg cag gtc aac acc acc ata tea gtc aat gtg 624 
Phe Leu Leu Asp Tyr Leu Gin Val Asn Thr Thr lie Ser Val Asn Val 
195 200 205 

gat aca ttc cag tac ata gat aca age acc ttt cct ctt gag aat gtg 672 
Asp Thr Phe Gin Tyr lie Asp Thr Ser Thr Phe Pro Leu Glu Asn Val 
210 215 220 

ttg tec ate ttc tta tac agt aat tea gac tga 705 
Leu Ser lie Phe Leu Tyr Ser Asn Ser Asp 
225 230 



<210> 22 

<211> 234 

<212> PRT 

<213> Homo sapiens 

<400> 22 

Met Asp Pro Gly Leu Gin Gin Ala Leu Asn Gly Met Ala Pro Pro Gly 
15 10 15 

Asp Thr Ala Met His Val Pro Ala Gly Ser Val Ala Ser His Leu Gly 
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Thr Thr Ser Arg Ser Tyr Phe Tyr Leu Thr Thr Ala Thr Leu Ala Leu 
35 40 45 



Cys Leu Val Phe Thr 
50 

Thr Asp Ser lie Pro 
65 

Asn Cys Ser Glu Asp 
85 

Lys Ser Trp Ala Tyr 
100 

Leu Ser Trp Asn Lys 
115 

Gly Asn Leu Val lie 
130 

Leu Gin Phe Leu Val 
145 

Glu Leu Leu lie Asn 
165 

Cys Glu Ser Gly Met 
180 

Phe Leu Leu Asp Tyr 
195 

Asp Thr Phe Gin Tyr 
210 

Leu Ser lie Phe Leu 
225 



Val Ala Thr lie Met Val 
55 

Asn Ser Pro Asp Asn Val 
70 75 

Leu Leu Cys lie Leu Lys 
90 

Leu Gin Val Ala Lys His 
105 

Asp Gly lie Leu His Gly 
120 

Gin Phe Pro Gly Leu Tyr 
135 

Gin Cys Pro Asn Asn Ser 
150 155 

Lys His lie Lys Lys Gin 
170 

Gin Thr Lys His Val Tyr 
185 

Leu Gin Val Asn Thr Thr 
200 

lie Asp Thr Ser Thr Phe 
215 

Tyr Ser Asn Ser Asp 
230 



Leu Val Val Gin Arg 
60 

Pro Leu Lys Gly Gly 
80 

Arg Ala Pro Phe Lys 
95 

Leu Asn Lys Thr Lys 
110 

Val Arg Tyr Gin Asp 
125 

Phe lie lie Cys Gin 
140 

Val Asp Leu Lys Leu 
160 

Ala Leu Val Thr Val 
175 

Gin Asn Leu Ser Gin 
190 

lie Ser Val Asn Val 
205 

Pro Leu Glu Asn Val 
220 



<210> 23 

<211> 1788 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (1) . . (1785) 

<400> 23 

atg cgc gtc etc etc gee gcg ctg gga ctg ctg ttc ctg ggg gcg eta 
Met Arg Val Leu Leu Ala Ala Leu Gly Leu Leu Phe Leu Gly Ala Leu 
15 10 15 

cga gee ttc cca cag gat cga ccc ttc gag gac acc tgt cat gga aac 
Arg Ala Phe Pro Gin Asp Arg Pro Phe Glu Asp Thr Cys His Gly Asn 
20 25 30 
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ccc age cac tac tat gac aag get gtc agg agg tgc tgt tac cgc tgc 144 
Pro Ser His Tyr Tyr Asp Lys Ala Val Arg Arg Cys Cys Tyr Arg Cys 
35 40 45 

ccc atg ggg ctg ttc ccg aca cag cag tgc cca cag agg cct act gac 192 
Pro Met Gly Leu Phe Pro Thr Gin Gin Cys Pro Gin Arg Pro Thr Asp 
50 55 60 

tgc agg aag cag tgt gag cct gac tac tac ctg gat gag gec gac cgc 240 
Cys Arg Lys Gin Cys Glu Pro Asp Tyr Tyr Leu Asp Glu Ala Asp Arg 
65 70 75 80 

tgt aca gee tgc gtg act tgt tct cga gat gac etc gtg gag aag acg 288 
Cys Thr Ala Cys Val Thr Cys Ser Arg Asp Asp Leu Val Glu Lys Thr 
85 90 95 

ccg tgt gca tgg aac tec tec cgt gtc tgc gaa tgt cga ccc ggc atg 336 
Pro Cys Ala Trp Asn Ser Ser Arg Val Cys Glu Cys Arg Pro Gly Met 
100 105 110 

ttc tgt tec acg tct gee gtc aac tec tgt gee cgc tgc ttc ttc cat 384 
Phe Cys Ser Thr Ser Ala Val Asn Ser Cys Ala Arg Cys Phe Phe His 
115 120 125 

tct gtc tgt ccg gca ggg atg att gtc aag ttc cca ggc acg gcg cag 432 
Ser Val Cys Pro Ala Gly Met lie Val Lys Phe Pro Gly Thr Ala Gin 
130 135 140 

aag aac acg gtc tgt gag ccg get tec cca ggg gtc age cct gee tgt 480 
Lys Asn Thr Val Cys Glu Pro Ala Ser Pro Gly Val Ser Pro Ala Cys 
145 150 155 160 

gee age cca gag aac tgc aag gaa ccc tec agt ggc ace ate ccc cag 528 
Ala Ser Pro Glu Asn Cys Lys Glu Pro Ser Ser Gly Thr lie Pro Gin 
165 170 175 

gee aag ccc ace ccg gtg tec cca gca ace tec agt gee age acc atg 57 6 

Ala Lys Pro Thr Pro Val Ser Pro Ala Thr Ser Ser Ala Ser Thr Met 
180 185 190 

cct gta aga ggg ggc acc cgc etc gee cag gaa get get tct aaa ctg 624 
Pro Val Arg Gly Gly Thr Arg Leu Ala Gin Glu Ala Ala Ser Lys Leu 
195 200 205 

acg agg get ccc gac tct ccc tec tct gtg gga agg cct agt tea gat 672 
Thr Arg Ala Pro Asp Ser Pro Ser Ser Val Gly Arg Pro Ser Ser Asp 
210 215 220 

cca ggt ctg tec cca aca cag cca tgc cca gag ggg tct ggt gat tgc 720 
Pro Gly Leu Ser Pro Thr Gin Pro Cys Pro Glu Gly Ser Gly Asp Cys 
225 230 235 240 

aga aag cag tgt gag ccc gac tac tac ctg gac gag gee ggc cgc tgc 768 
Arg Lys Gin Cys Glu Pro Asp Tyr Tyr Leu Asp Glu Ala .Gly Arg Cys 
245 250 255 

aca gee tgc gtg age tgt tct cga gat gac ctt gtg gag aag acg cca 816 
Thr Ala Cys Val Ser Cys Ser Arg Asp Asp Leu Val Glu Lys Thr Pro 
260 265 270 

tgt gca tgg aac tec tec cgc acc tgc gaa tgt cga cct ggc atg ate 864 
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Cys Ala Trp Asn Ser Ser Arg Thr Cys Glu Cys Arg Pro Gly Met lie 
275 280 285 

tgt gcc aca tea gec acc aac tec tgt gee cgc tgt gtc ccc tac cca 912 
Cys Ala Thr Ser Ala Thr Asn Ser Cys Ala Arg Cys Val Pro Tyr Pro 
290 295 300 

ate tgt gca gga gag acg gtc acc aag ccc cag gat atg get gag aag 960 
lie Cys Ala Gly Glu Thr Val Thr Lys Pro Gin Asp Met Ala Glu Lys 
305 310 315 320 

gac acc acc ttt gag gcg cca ccc ctg ggg acc cag ccg gac tgc aac 1008 
Asp Thr Thr Phe Glu Ala Pro Pro Leu Gly Thr Gin Pro Asp Cys Asn 
325 330 335 

ccc acc cca gag aat ggc gag gcg cct gcc age acc age ccc act cag 1056 
Pro Thr Pro Glu Asn Gly Glu Ala Pro Ala Ser Thr Ser Pro Thr Gin 
340 345 350 

age ttg ctg gtg gac tec cag gcc agt aag acg ctg ccc ate cca acc 1104 
Ser Leu Leu Val Asp Ser Gin Ala Ser Lys Thr Leu Pro lie Pro Thr 
355 360 365 

age get ccc gtc get etc tec tec acg ggg aag ccc gtt ctg gat gca 1152 
Ser Ala Pro Val Ala Leu Ser Ser Thr Gly Lys Pro Val Leu Asp Ala 
370 375 ^ 380 

ggg cca gtg etc ttc tgg gtg ate ctg gtg ttg gtt gtg gtg gtc ggc 1200 
Gly Pro Val Leu Phe Trp Val lie Leu Val Leu Val Val Val Val Gly 
385 390 395 400 

tec age gcc ttc etc ctg tgc cac egg agg gcc tgc agg aag cga att 1248 
Ser Ser Ala Phe Leu Leu Cys His Arg Arg Ala Cys Arg Lys Arg lie 
405 410 415 

egg cag aag etc cac ctg tgc tac ccg gtc cag acc tec cag ccc aag 1296 
Arg Gin Lys Leu His Leu Cys Tyr Pro Val Gin Thr Ser Gin Pro Lys 
420 425 430 

eta gag ctt gtg gat tec aga ccc agg agg age tea acg cag ctg agg 1344 
Leu Glu Leu Val Asp Ser Arg Pro Arg Arg Ser Ser Thr Gin Leu Arg 
435 440 445 

agt ggt gcg teg gtg aca gaa ccc gtc gcg gaa gag cga ggg tta atg 13 92 

Ser Gly Ala Ser Val Thr Glu Pro Val Ala Glu Glu Arg Gly Leu Met 
450 455 460 

age cag cca ctg atg gag acc tgc cac age gtg ggg gca gcc tac ctg 1440 
Ser Gin Pro Leu Met Glu Thr Cys His Ser Val Gly Ala Ala Tyr Leu 
465 470 475 480 

gag age ctg ccg ctg cag gat gcc age ccg gcc ggg ggc ccc teg tec 1488 
Glu Ser Leu Pro Leu Gin Asp Ala Ser Pro Ala Gly Gly Pro Ser Ser 
485 490 495 

ccc agg gac ctt cct gag ccc egg gtg tec acg gag cac acc aat aac 1536 
Pro Arg Asp Leu Pro Glu Pro Arg Val Ser Thr Glu His Thr Asn Asn 
500 505 510 

aag att gag aaa ate tac ate atg aag get gac acc gtg ate gtg ggg 1584 
Lys lie Glu Lys He Tyr He Met Lys Ala Asp Thr Val He Val Gly 
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515 



520 



525 



acc gtg aag get gag ctg ccg gag ggc egg ggc ctg gcg ggg cca gca 1632 
Thr Val Lys Ala Glu Leu Pro Glu Gly Arg Gly Leu Ala Gly Pro Ala 
530 535 540 

gag ccc gag ttg gag gag gag ctg gag gcg gac cat acc ccc cac tac 1680 
Glu Pro Glu Leu Glu Glu Glu Leu Glu Ala Asp His Thr Pro His Tyr 
545 550 555 560 

ccc gag cag gag aca gaa ccg cct ctg ggc age tgc age gat gtc atg 1728 
Pro Glu Gin Glu Thr Glu Pro Pro Leu Gly Ser Cys Ser Asp Val Met 
565 570 " 575 

etc tea gtg gaa gag gaa ggg aaa gaa gac ccc ttg ccc aca get gee 1776 
Leu Ser Val Glu Glu Glu Gly Lys Glu Asp Pro Leu Pro Thr Ala Ala 
580 585 590 

tct gga aag tga 1788 
Ser Gly Lys 





595 


<210> 


24 


<211> 


595 


<212> 


PRT 


<213> 


Homo 


<400> 


24 



Met Arg Val Leu Leu Ala Ala Leu Gly Leu Leu Phe Leu Gly Ala Leu 
1 .5 10 15 

Arg Ala Phe Pro Gin Asp Arg Pro Phe Glu Asp Thr Cys His Gly Asn 
20 25 30 

Pro Ser His Tyr Tyr Asp Lys Ala Val Arg Arg Cys Cys Tyr Arg Cys 
35 40 45 

Pro Met Gly Leu Phe Pro Thr Gin Gin Cys Pro Gin Arg Pro Thr Asp 
50 55 60 

Cys Arg Lys Gin Cys Glu Pro Asp Tyr Tyr Leu Asp Glu Ala Asp Arg 
65 70 75 80 

Cys Thr Ala Cys Val Thr Cys Ser Arg Asp Asp Leu Val Glu Lys Thr 
85 90 95 

Pro Cys Ala Trp Asn Ser Ser Arg Val Cys Glu Cys Arg Pro Gly Met 
100 105 110 

Phe Cys Ser Thr Ser Ala Val Asn Ser Cys Ala Arg Cys Phe Phe His 
115 120 125 

Ser Val Cys Pro Ala Gly Met lie Val Lys Phe Pro Gly Thr Ala Gin 
130 135 140 

Lys Asn Thr Val Cys Glu Pro Ala Ser Pro Gly Val Ser Pro Ala Cys 
145 150 155 160 

Ala Ser Pro Glu Asn Cys Lys Glu Pro Ser Ser Gly Thr lie Pro Gin 
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165 170 175 

Ala Lys Pro Thr Pro Val Ser Pro Ala Thr Ser Ser Ala Ser Thr Met 
180 185 190 

Pro Val Arg Gly Gly Thr Arg Leu Ala Gin Glu Ala Ala Ser Lys Leu 
195 200 205 

Thr Arg Ala Pro Asp Ser Pro Ser Ser Val Gly Arg Pro Ser Ser Asp 
210 215 220 

Pro Gly Leu Ser Pro Thr Gin Pro Cys Pro Glu Gly Ser Gly Asp Cys 
225 230 235 240 

Arg Lys Gin Cys Glu Pro Asp Tyr Tyr Leu Asp Glu Ala Gly Arg Cys 
245 250 255 

Thr Ala Cys Val Ser Cys Ser Arg Asp Asp Leu Val Glu Lys Thr Pro 
260 265 270 

Cys Ala Trp Asn Ser Ser Arg Thr Cys Glu Cys Arg Pro Gly Met lie 
275 280 285 

Cys Ala Thr Ser Ala Thr Asn Ser Cys Ala Arg Cys Val Pro Tyr Pro 
290 295 300 

lie Cys Ala Gly Glu Thr Val Thr Lys Pro Gin Asp Met Ala Glu Lys 
305 310 315 320 

Asp Thr Thr Phe Glu Ala Pro Pro Leu Gly Thr Gin Pro Asp Cys Asn 
325 330 335 

Pro Thr Pro Glu Asn Gly Glu Ala Pro Ala Ser Thr Ser Pro Thr Gin 
340 345 350 

Ser Leu Leu Val Asp Ser Gin Ala Ser Lys Thr Leu Pro lie Pro Thr 
355 360 365 

Ser Ala Pro Val Ala Leu Ser Ser Thr Gly Lys Pro Val Leu Asp Ala 
370 375 380 

Gly Pro Val Leu Phe Trp Val lie Leu Val Leu Val Val Val Val Gly 
385 390 395 400 

Ser Ser Ala Phe Leu Leu Cys His Arg Arg Ala Cys Arg Lys Arg lie 
405 - 410 415 

Arg Gin Lys Leu His Leu Cys Tyr Pro Val Gin Thr Ser Gin Pro Lys 
420 425 430 

Leu Glu Leu Val Asp Ser Arg Pro Arg Arg Ser Ser Thr Gin Leu Arg 
435 440 445 

Ser Gly Ala Ser Val Thr Glu Pro Val Ala Glu Glu Arg Gly Leu Met 
450 455 460 

Ser Gin Pro Leu Met Glu Thr Cys His Ser Val Gly Ala Ala Tyr Leu 
465 470 475 480 

Glu Ser Leu Pro Leu Gin Asp Ala Ser Pro Ala Gly Gly Pro Ser Ser 
485 490 495 
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Pro Arg Asp Leu Pro Glu Pro Arg Val Ser Thr Glu His Thr Asn Asn 
500 505 510 



Lys lie Glu Lys lie Tyr lie Met Lys Ala Asp Thr Val He Val Gly 
515 520 525 

Thr Val Lys Ala Glu Leu Pro Glu Gly Arg Gly Leu Ala Gly Pro Ala 
530 535 540 

Glu Pro Glu Leu Glu Glu Glu Leu Glu Ala Asp His Thr Pro His Tyr 
545 550 555 560 

Pro Glu Gin Glu Thr Glu Pro Pro Leu Gly Ser Cys Ser Asp Val Met 
565 570 ~ 575 

Leu Ser Val Glu Glu Glu Gly Lys Glu Asp Pro Leu Pro Thr Ala Ala 
580 585 590 

Ser Gly Lys 
595 



<210> 25 

<211> 696 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (138) . . (686) 

<400> 25 

ggccctggga cctttgccta ttttctgatt gataggcttt gttttgtctt tacctccttc 60 

tttctgggga aaacttcagt tttatcgcac gttccccttt tccatatctt catcttccct 120 

ctacccagat tgtgaag atg gaa agg gtc caa ccc ctg gaa gag aat gtg 17 0 

Met Glu Arg Val Gin Pro Leu Glu Glu Asn Val 
15 10 

gga aat gca gcc agg cca aga ttc gag agg aac aag eta ttg ctg gtg 218 
Gly Asn Ala Ala Arg Pro Arg Phe Glu Arg Asn Lys Leu Leu Leu Val 
15 20 25 

gcc tct gta att cag gga ctg ggg ctg etc ctg tgc ttc acc tac ate 266 
Ala Ser Val He Gin Gly Leu Gly Leu Leu Leu Cys Phe Thr Tyr He 
30 35 40 

tgc ctg cac ttc tct get ctt cag gta tea cat egg tat cct cga att 314 
Cys Leu His Phe Ser Ala Leu Gin Val Ser His Arg Tyr Pro Arg He 
45 50 55 

caa agt ate aaa gta caa ttt acc gaa tat aag aag gag aaa ggt ttc 362 
Gin Ser He Lys Val Gin Phe Thr Glu Tyr Lys Lys Glu Lys Gly Phe 
60 65 70 75 

ate etc act tec caa aag gag gat gaa ate atg aag gtg cag aac aac 410 
He Leu Thr Ser Gin Lys Glu Asp Glu He Met Lys Val Gin Asn Asn 
80 85 90 
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tea gtc ate ate aac tgt gat ggg ttt tat etc ate tec ctg aag ggc 458 
Ser Val lie lie Asn Cys Asp Gly Phe Tyr Leu lie Ser Leu Lys Gly 
95 100 105 

tac ttc tec cag gaa gtc aac att age ctt cat tac cag aag gat gag 506 
Tyr Phe Ser Gin Glu Val Asn lie Ser Leu His Tyr Gin Lys Asp Glu 
110 115 120 

gag ccc etc ttc caa ctg aag aag gtc agg tct gtc aac tec ttg atg 554 
Glu Pro Leu Phe Gin Leu Lys Lys Val Arg Ser Val Asn Ser Leu Met 
125 130 135 

gtg gee tct ctg act tac aaa gac aaa gtc tac ttg aat gtg ace act 602 
Val Ala Ser Leu Thr Tyr Lys Asp Lys Val Tyr Leu Asn Val Thr Thr 
140 145 150 155 

gac aat ace tec ctg gat gac ttc cat gtg aat ggc gga gaa ctg att 650 
Asp Asn Thr Ser Leu Asp Asp Phe His Val Asn Gly Gly Glu Leu lie 
160 165 170 

ctt ate cat caa aat cct ggt gaa ttc tgt gtc ctt tgaggggctg 696 
Leu lie His Gin Asn Pro Gly Glu Phe Cys Val Leu 
175 180 



<210> 26 

<211> 183 

<212> PRT 

<213> Homo sapiens 

<400> 26 

Met Glu Arg Val Gin Pro Leu Glu Glu Asn Val Gly Asn Ala Ala Arg 
15 10 15 

Pro Arg Phe Glu Arg Asn Lys Leu Leu Leu Val Ala Ser Val lie Gin 
20 25 30 

Gly Leu Gly Leu Leu Leu Cys Phe Thr Tyr lie Cys Leu His Phe Ser 
35 40 45 

Ala Leu Gin Val Ser His Arg Tyr Pro Arg He Gin Ser lie Lys Val 
50 55 60 

Gin Phe Thr Glu Tyr Lys Lys Glu Lys Gly Phe lie Leu Thr Ser Gin 
65 70 75 80 

Lys Glu Asp Glu lie Met Lys Val Gin Asn Asn Ser Val lie lie Asn 
85 90 95 

Cys Asp Gly Phe Tyr Leu lie Ser Leu Lys Gly Tyr Phe Ser Gin Glu 
100 105 110 

Val Asn lie Ser Leu His Tyr Gin Lys Asp Glu Glu Pro Leu Phe Gin 
115 120 125 

Leu Lys Lys Val Arg Ser Val Asn Ser Leu Met Val Ala Ser Leu Thr 
130 135 140 

Tyr Lys Asp Lys Val Tyr Leu Asn Val Thr Thr Asp Asn Thr Ser Leu 
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145 



150 



155 



160 



Asp Asp Phe His Val Asn Gly Gly Glu Leu lie Leu lie His Gin Asn 
165 170 175 

Pro Gly Glu Phe Cys Val Leu 
180 



<210> 27 

<211> 865 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (15) . . (845) 

<400> 27 

cagcagagac gagg atg tgc gtg ggg get egg egg ctg ggc cgc ggg ccg 

Met Cys Val Gly Ala Arg Arg Leu Gly Arg Gly Pro 
15 10 

tgt gcg get ctg etc etc ctg ggc ctg ggg ctg age acc gtg acg ggg 
Cys Ala Ala Leu Leu Leu Leu Gly Leu Gly Leu Ser Thr Val Thr Gly 
15 20 25 

etc cac tgt gtc ggg gac acc tac ccc age aac gac egg tgc tgc cac 
Leu His Cys Val Gly Asp Thr Tyr Pro Ser Asn Asp Arg Cys Cys His 
30 35 40 

gag tgc agg cca ggc aac ggg atg gtg age cgc tgc age cgc tec cag 
Glu Cys Arg Pro Gly Asn Gly Met Val Ser Arg Cys Ser Arg Ser Gin 
45 50 55 60 

aac acg gtg tgc cgt ccg tgc ggg ccg ggc ttc tac aac gac gtg gtc 
Asn Thr Val Cys Arg Pro Cys Gly Pro Gly Phe Tyr Asn Asp Val Val 
65 70 75 

age tec aag ccg tgc aag ccc tgc acg tgg tgt aac etc aga agt ggg 
Ser Ser Lys Pro Cys Lys Pro Cys Thr Trp Cys Asn Leu Arg Ser Gly 
80 85 90 

agt gag egg aag cag ctg tgc acg gee aca cag gac aca gtc tgc cgc 
Ser Glu Arg Lys Gin Leu Cys Thr Ala Thr Gin Asp Thr Val Cys Arg 
95 100 105 

tgc egg gcg ggc acc cag ccc ctg gac age tac aag cct gga gtt gac 
Cys Arg Ala Gly Thr Gin Pro Leu Asp Ser Tyr Lys Pro Gly Val Asp 
110 115 120 

tgt gee ccc tgc cct cca ggg cac ttc tec cca ggc gac aac cag gee 
Cys Ala Pro Cys Pro Pro Gly His Phe Ser Pro Gly Asp Asn Gin Ala 
125 130 135 140 

tgc aag ccc tgg acc aac tgc acc ttg get ggg aag cac acc ctg cag 
Cys Lys Pro Trp Thr Asn Cys Thr Leu Ala Gly Lys His Thr Leu Gin 
145 150 155 

ccg gee age aat age teg gac gca ate tgt gag gac agg gac ccc cca 
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Pro Ala Ser Asn Ser Ser Asp Ala lie Cys Glu Asp Arg Asp Pro Pro 
160 165 170 

gcc acg cag ccc cag gag acc cag ggc ccc ccg gcc agg ccc ate act 578 
Ala Thr Gin Pro Gin Glu Thr Gin Gly Pro Pro Ala Arg Pro lie Thr 
175 180 185 

gtc cag ccc act gaa gcc tgg ccc aga acc tea cag gga ccc tec acc 62 6 

Val Gin Pro Thr Glu Ala Trp Pro Arg Thr Ser Gin Gly Pro Ser Thr 
190 195 200 

egg ccc gtg gag gtc ccc ggg ggc cgt gcg gtt gcc gcc ate ctg ggc 674 
Arg Pro Val Glu Val Pro Gly Gly Arg Ala Val Ala Ala lie Leu Gly 
205 210 215 220 

ctg ggc ctg gtg ctg ggg ctg ctg ggc ccc ctg gcc ate ctg ctg gcc 722 
Leu Gly Leu Val Leu Gly Leu Leu Gly Pro Leu Ala lie Leu Leu Ala 
225 230 235 

ctg tac ctg etc egg agg gac cag agg ctg ccc ccc gat gcc cac aag 770 
Leu Tyr Leu Leu Arg Arg Asp Gin Arg Leu Pro Pro Asp Ala His Lys 
240 245 250 

ccc cct ggg gga ggc agt ttc egg acc ccc ate caa gag gag cag . gcc 818 
Pro Pro Gly Gly Gly Ser Phe Arg Thr Pro lie Gin Glu Glu Gin Ala 
255 260 265 

gac gcc cac tec acc ctg gcc aag ate tgacctgggc ccaccaaggt 865 
Asp Ala His Ser Thr Leu Ala Lys lie 
270 275 



<210> 28 

<211> 277 

<212> PRT 

<213> Homo sapiens 

<400> 28 

Met Cys Val Gly Ala Arg Arg Leu Gly Arg Gly Pro Cys Ala Ala Leu 
1 5 10 15 

Leu Leu Leu Gly Leu Gly Leu Ser Thr Val Thr Gly Leu His Cys Val 
20 25 30 

Gly Asp Thr Tyr Pro Ser Asn Asp Arg Cys Cys His Glu Cys Arg Pro 
35 40 45 

Gly Asn Gly Met Val Ser Arg Cys Ser Arg Ser Gin Asn Thr Val Cys 
50 55 60 

Arg Pro Cys Gly Pro Gly Phe Tyr Asn Asp Val Val Ser Ser Lys Pro 
65 70 75 80 

Cys Lys Pro Cys Thr Trp Cys Asn Leu Arg Ser Gly Ser Glu Arg Lys 
85 90 " 95 

Gin Leu Cys Thr Ala Thr Gin Asp Thr Val Cys Arg Cys Arg Ala Gly 
100 105 110 

Thr Gin Pro Leu Asp Ser Tyr Lys Pro Gly Val Asp Cys Ala Pro Cys 
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115 



120 



125 



Pro Pro Gly His Phe Ser Pro Gly Asp Asn Gin Ala Cys Lys Pro Trp 
130 135 140 

Thr Asn Cys Thr Leu Ala Gly Lys His Thr Leu Gin Pro Ala Ser Asn 
145 150 155 160 

Ser Ser Asp Ala lie Cys Glu Asp Arg Asp Pro Pro Ala Thr Gin Pro 
165 170 175 

Gin Glu Thr Gin Gly Pro Pro Ala Arg Pro lie Thr Val Gin Pro Thr 
180 185 190 

Glu Ala Trp Pro Arg Thr Ser Gin Gly Pro Ser Thr Arg Pro Val Glu 
195 200 205 

Val Pro Gly Gly Arg Ala Val Ala Ala lie Leu Gly Leu Gly Leu Val 
210 215 220 

Leu Gly Leu Leu Gly Pro Leu Ala lie Leu Leu Ala Leu Tyr Leu Leu 
225 230 235 " 240 

Arg Arg Asp Gin Arg Leu Pro Pro Asp Ala His Lys Pro Pro Gly Gly 
245 250 255 

Gly Ser Phe Arg Thr Pro lie Gin Glu Glu Gin Ala Asp Ala His Ser 
260 265 270 

Thr Leu Ala Lys lie 
275 



<210> 29 

<211> 1599 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (67) . . (1596) 

<400> 29 

ccacaccaag cagcggctgg gggggggaaa gacgaggaaa gaggaggaaa acaaaagctg 60 

ctactt atg gaa gat aca aag gag tct aac gtg aag aca ttt tgc tec 108 
Met Glu Asp Thr Lys Glu Ser Asn Val Lys Thr Phe Cys Ser 
15 10 

aag aat ate eta gee ate ctt ggc ttc tec tct ate ata get gtg ata 156 
Lys Asn lie Leu Ala lie Leu Gly Phe Ser Ser He He Ala Val He 
15 20 25 30 

get ttg ctt get gtg ggg ttg acc cag aac aaa gca ttg cca gaa aac 204 
Ala Leu Leu Ala Val Gly Leu Thr Gin Asn Lys Ala Leu Pro Glu Asn 
35 40 45 

gtt aag tat ggg att gtg ctg gat gcg ggt tct tct cac aca agt tta 252 
Val Lys Tyr Gly He Val Leu Asp Ala Gly Ser Ser His Thr Ser Leu 
50 55 60 
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tac ate tat aag tgg cca gca gaa aag gag aat gac aca ggc gtg gtg 
Tyr lie Tyr Lys Trp Pro Ala Glu Lys Glu Asn Asp Thr Gly Val Val 
65 70 75 

cat caa gta gaa gaa tgc agg gtt aaa ggt cct gga ate tea aaa ttt 
His Gin Val Glu Glu Cys Arg Val Lys Gly Pro Gly lie Ser Lys Phe 
80 85 90 

gtt cag aaa gta aat gaa ata ggc att tac ctg act gat tgc atg gaa 
Val Gin Lys Val Asn Glu lie Gly lie Tyr Leu Thr Asp Cys Met Glu 
95 100 105 110 

aga get agg gaa gtg att cca agg tec cag cac caa gag aca ccc gtt 
Arg Ala Arg Glu Val lie Pro Arg Ser Gin His Gin Glu Thr Pro Val 
115 120 125 

tac ctg gga gee acg gca ggc atg egg ttg etc agg atg gaa agt gaa 
Tyr Leu Gly Ala Thr Ala Gly Met Arg Leu Leu Arg Met Glu Ser Glu 
130 135 140 

gag ttg gca gac agg gtt ctg gat gtg gtg gag agg age etc age aac 
Glu Leu Ala Asp Arg Val Leu Asp Val Val Glu Arg Ser Leu Ser Asn 
145 150 ~ 155 

tac ccc ttt gac ttc cag ggt gee agg ate att act ggc caa gag gaa 
Tyr Pro Phe Asp Phe Gin Gly Ala Arg lie lie Thr Gly Gin Glu Glu 
160 165 170 

ggt gee tat ggc tgg att act ate aac tat ctg ctg ggc aaa ttc agt 
Gly Ala Tyr Gly Trp lie Thr lie Asn Tyr Leu Leu Gly Lys Phe Ser 
175 180 185 190 

cag aaa aca agg tgg ttc age ata gtc cca tat gaa ace aat aat cag 
Gin Lys Thr Arg Trp Phe Ser lie Val Pro Tyr Glu Thr Asn Asn Gin 
195 200 205 

gaa ace ttt gga get ttg gac ctt ggg gga gee tct aca caa gtc act 
Glu Thr Phe Gly Ala Leu Asp Leu Gly Gly Ala Ser Thr Gin Val Thr 
210 215 220 

ttt gta ccc caa aac cag act ate gag tec cca gat aat get ctg caa 
Phe Val Pro Gin Asn Gin Thr lie Glu Ser Pro Asp Asn Ala Leu Gin 
225 230 235 

ttt cgc etc tat ggc aag gac tac aat gtc tac aca cat age ttc ttg 
Phe Arg Leu Tyr Gly Lys Asp Tyr Asn Val Tyr Thr His Ser Phe Leu 
240 245 250 

tgc tat ggg aag gat cag gca etc tgg cag aaa ctg gee aag gac att 
Cys Tyr Gly Lys Asp Gin Ala Leu Trp Gin Lys Leu Ala Lys Asp lie 
255 260 265 270 

cag gtt gca agt aat gaa att etc agg gac cca tgc ttt cat cct gga 
Gin Val Ala Ser Asn Glu lie Leu Arg Asp Pro Cys Phe His Pro Gly 
. 275 280 " 285 

tat aag aag gta gtg aac gta agt gac ctt tac aag ace ccc tgc ace 
Tyr Lys Lys Val Val Asn Val Ser Asp Leu Tyr Lys Thr Pro Cys Thr 
290 295 300 
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aag aga ttt gag atg act ctt cca ttc cag cag ttt gaa ate cag ggt 1020 
Lys Arg Phe Glu Met Thr Leu Pro Phe Gin Gin Phe Glu lie Gin Gly 
305 310 315 

att gga aac tat caa caa tgc cat caa age ate ctg gag etc ttc aac 1068 
lie Gly Asn Tyr Gin Gin Cys His Gin Ser lie Leu Glu Leu Phe Asn 
320 325 330 

acc agt tac tgc cct tac tec cag tgt gee ttc aat ggg att ttc ttg 1116 
Thr Ser Tyr Cys Pro Tyr Ser Gin Cys Ala Phe Asn Gly lie Phe Leu 
335 340 345 350 

cca cca etc cag ggg gat ttt ggg gca ttt tea get ttt tac ttt gtg 1164 
Pro Pro Leu Gin Gly Asp Phe Gly Ala Phe Ser Ala Phe Tyr Phe Val 
355 360 365 

atg aag ttt tta aac ttg aca tea gag aaa gtc tct cag gaa aag gtg 1212 
Met Lys Phe Leu Asn Leu Thr Ser Glu Lys Val Ser Gin Glu Lys Val 
370 375 380 

act gag atg atg aaa aag ttc tgt get cag cct tgg gag gag ata aaa 12 60 

Thr Glu Met Met Lys Lys Phe Cys Ala Gin Pro Trp Glu Glu lie Lys 
385 390 395 

aca tct tac get gga gta aag gag aag tac ctg agt gaa tac tgc ttt 13 08 

Thr Ser Tyr Ala Gly Val Lys Glu Lys Tyr Leu Ser Glu Tyr Cys Phe 
400 405 410 

tct ggt acc tac att etc tec etc ctt ctg caa ggc tat cat ttc aca 1356 
Ser Gly Thr Tyr lie Leu Ser Leu Leu Leu Gin Gly Tyr His Phe Thr 
415 420 425 430 

get gat tec tgg gag cac ate cat ttc att ggc aag ate cag ggc age 1404 
Ala Asp Ser Trp Glu His lie His Phe lie Gly Lys lie Gin Gly Ser 
435 440 445 

gac gee ggc tgg act ttg ggc tac atg ctg aac ctg acc aac atg ate 1452 
Asp Ala Gly Trp Thr Leu Gly Tyr Met Leu Asn Leu Thr Asn Met lie 
450 455 460 

cca get gag caa cca ttg tec aca cct etc tec cac tec acc tat gtc 1500 
Pro Ala Glu Gin Pro Leu Ser Thr Pro Leu Ser His Ser Thr Tyr Val 
465 470 475 

ttc etc atg gtt eta ttc tec ctg gtc ctt ttc aca gtg gee ate ata 1548 
Phe Leu Met Val Leu Phe Ser Leu Val Leu Phe Thr Val Ala lie lie 
480 485 490 

ggc ttg ctt ate ttt cac aag cct tea tat ttc tgg aaa gat atg gta 1596 
Gly Leu Leu lie Phe His Lys Pro Ser Tyr Phe Trp Lys Asp Met Val 
495 500 505 510 

tag 1599 



<210> 30 

<211> 510 

<212> PRT 

<213> Homo sapiens 

<400> 30 



45 



Met Glu Asp Thr Lys Glu Ser Asn Val Lys Thr Phe Cys Ser Lys Asn 
1 5 10 15 

lie Leu Ala lie Leu Gly Phe Ser Ser lie lie Ala Val lie Ala Leu 
20 25 30 

Leu Ala Val Gly Leu Thr Gin Asn Lys Ala Leu Pro Glu Asn Val Lys 
35 40 45 

Tyr Gly lie Val Leu Asp Ala Gly Ser Ser His Thr Ser Leu Tyr lie 
50 55 60 

Tyr Lys Trp Pro Ala Glu Lys Glu Asn Asp Thr Gly Val Val His Gin 
65 70 75 80 

Val Glu Glu Cys Arg Val Lys Gly Pro Gly He Ser Lys Phe Val Gin 
85 90 95 

Lys Val Asn Glu He Gly He Tyr Leu Thr Asp Cys Met Glu Arg Ala 
100 105 110 

Arg Glu Val He Pro Arg Ser Gin His Gin Glu Thr Pro Val Tyr Leu 
115 120 125 

Gly Ala Thr Ala Gly Met Arg Leu Leu Arg Met Glu Ser Glu Glu Leu 
130 135 140 

Ala Asp Arg Val Leu Asp Val Val Glu Arg Ser Leu Ser Asn Tyr Pro 
145 150 155 ~ 160 

Phe Asp Phe Gin Gly Ala Arg He He Thr Gly Gin Glu Glu Gly Ala 
165 170 175 

Tyr Gly Trp He Thr He Asn Tyr Leu Leu Gly Lys Phe Ser Gin Lys 
180 185 190 

Thr Arg Trp Phe Ser He Val Pro Tyr Glu Thr Asn Asn Gin Glu Thr 
195 200 205 

Phe Gly Ala Leu Asp Leu Gly Gly Ala Ser Thr Gin Val Thr Phe Val 
210 215 220 

Pro Gin Asn Gin Thr He Glu Ser Pro Asp Asn Ala Leu Gin Phe Arg 
225 230 235 240 

Leu Tyr Gly Lys Asp Tyr Asn Val Tyr Thr His Ser Phe Leu Cys Tyr 
245 250 255 

Gly Lys Asp Gin Ala Leu Trp Gin Lys Leu Ala Lys Asp He Gin Val 
260 265 * 270 

Ala Ser Asn Glu He Leu Arg Asp Pro Cys Phe His Pro Gly Tyr Lys 
275 280 285 

Lys Val Val Asn Val Ser Asp Leu Tyr Lys Thr Pro Cys Thr Lys Arg 
290 295 300 

Phe Glu Met Thr Leu Pro Phe Gin Gin Phe Glu He Gin Gly He Gly 
305 310 315 320 
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Asn Tyr Gin Gin Cys His Gin Ser lie Leu Glu Leu Phe Asn Thr Ser 
325 330 335 

Tyr Cys Pro Tyr Ser Gin Cys Ala Phe Asn Gly lie Phe Leu Pro Pro 
340 345 350 

Leu Gin Gly Asp Phe Gly Ala Phe Ser Ala Phe Tyr Phe Val Met Lys 
355 360 365 

Phe Leu Asn Leu Thr Ser Glu Lys Val Ser Gin Glu Lys Val Thr Glu 
370 375 380 

Met Met Lys Lys Phe Cys Ala Gin Pro Trp Glu Glu lie Lys Thr Ser 
385 390 395 400 

Tyr Ala Gly Val Lys Glu Lys Tyr Leu Ser Glu Tyr Cys Phe Ser Gly 
405 410 415 

Thr Tyr lie Leu Ser Leu Leu Leu Gin Gly Tyr His Phe Thr Ala Asp 
420 425 430 

Ser Trp Glu His He His Phe He Gly Lys He Gin Gly Ser Asp Ala 
435 440 445 

Gly Trp Thr Leu Gly Tyr Met Leu Asn Leu Thr Asn Met He Pro Ala 
450 455 460 

Glu Gin Pro Leu Ser Thr Pro Leu Ser His Ser Thr Tyr Val Phe Leu 
465 470 475 480 

Met Val Leu Phe Ser Leu Val Leu Phe Thr Val Ala He He Gly Leu 
485 490 495 

Leu He Phe His Lys Pro Ser Tyr Phe Trp Lys Asp Met Val 
500 505 510 



<210> 


31 


<211> 


8 


<212> 


PRT 


<213> 


Artificial sequence 


<220> 




<223> 


Flag peptide 


<400> 


31 



Asp Tyr Lys Asp Asp Asp Asp Lys 



<210> 32 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> linker 

<400> 32 



47 



Gly Gly Gly Gly Ser Gly Gly Gly Gly Gly Ser 

10 



1 


5 


<210> 


33 


<211> 


13 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


linker 


<400> 


33 



Gly Ala Gly Gly Ala Gly Ser Gly Gly Gly Gly Gly Ser 
15 10 



<210> 


34 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


linker 


<400> 


34 



Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser 
15 10 



<210> 35 

<211> 9 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> peptide 

<400> 35 

Gly Thr Pro Gly Thr Pro Gly Thr Pro 
1 5 



<210> 36 

<211> 26 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> peptide 

<400> 36 

Gly Gly Gly Gly Ser Gly Gly Gly 
1 5 

Gly Gly Gly Ser Gly Gly Gly Gly 
20 



Gly Ser Gly Gly Gly Gly Ser Gly 
10 15 

Gly Ser 
25 
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